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AAC16476 231 aa PLN 16-MAY-1998 

putative acyl-CoA: cholesterol acyltransf erase . 
AAC16476 
g3135276 

AAC16476.1 01:3135276 
locus ATAC003058 accession AC003058.1 

thale cress. 
Arabidopsis thaliana 

Eukaryota; Viridiplantae; Streptophyta; Embryophyta ; Tracheophyta; 
euphyllophytes; Spennatophy ta ; Magnoliophyta; eudicotyledons; core 
eudicots; Rosidae; eurosids II; Brassicales; Brassicaceae; 
Arabidopsis . 

1 (residues 1 to 231) 

Rounsley, S.D. , Lin,X., Ketchum, K. A. , Crosby, M.L., Brandon, R. C . , 
Sykes,S.M., Kaul , S . , Mason, T.M., Ker lavage, A. R. , Adams, M.D., 
Somerville,C.R. and Venter, J. C. 

Arabidopsis thaliana chromosome II BAC F27F23 genomic sequence 
Unpublished 

2 (residues 1 to 231) 
Rounsley, S.D. and Lin,X. 
Direct Submission 

Submitted ( 06-NOV-1997 ) The Institute for Genomic Research, 9712 
Medical Center Dr, Rockville, MD 20850, USA, rounsley@tigr.org 

3 (residues 1 to 231} 
Rounsley, S.D. 
Direct Submission 

Submitted (16-MAY-1998) The Institute for Genomic Research, 9712 
Medical Center Dr., Rockville, MD 20850, USA 
Method: conceptual translation. 
Location/Qualifiers 
1. .231 

/organi sm= " Arabidops i s thai iana " 
/cultivar= "Columbia" 
/db_xref = " taxon : 3 7 02 " 
/chromosome= " II " 
/map="CIC06E08" 
/clone="F27F23" 
1. .231 

/product="putative acyl-CoA: cholesterol acyltransf erase" 
1. .231 

/gene="F27F23 .26" 

/coded_by=" join {AC003058.1 : 91954. . 92085, 
AC003058. 1:92166. . 92243 , AC003058 . 1 : 92322 . .92423, 
AC003058. 1:92524. . 92 660 , AC003058 . 1 : 92805 . .92886, 
AC003058. 1:92991. . 93 Oil , AC003 058 . 1 : 93096 . .93158, 
AC003058. 1:93242. .93322) " 

1 mdrcdsafls gvtlmlltci vwlklvsyah tsydirslan aadkanpevs yyvslkslay 

61 fmvaptlcyq psyprsacir kgwvarqfak Iviftgfmgf iieqyinpiv rnskhplkgd 

121 llyaiervlk Isvpnlyvwl cmfycffhlw Inilaellcf gdrefykdww naksvgdywr 

181 mwnmpvhkwm vrhiyfpclr skipktlaii iaflvsavfh evyilstlpc 1 
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J 1: AAC63997 



ACAT related gene product 1 [Homo sapiens] 
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AAC63997 488 aa PRI 15-OCT-1998 

ACAT related gene product 1 [Homo sapiens] . 

AAC63997 

g3746533 

AAC63 997 .1 GI: 3746533 

locus AF059202 accession AFQ59202 . 1 

human . 

Homo sapiens 

Eukaryota; Metazoa; Chorda ta; 'Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (residues 1 to 488) 

Oelkers,P., Behari,A., Cromley,D., Billheimer , J . T . and Sturley,S.L. 

Characterization of two human genes encoding acyl coenzyme 

A: cholesterol acyltransf erase-related enzymes 

J. Biol. Chem. 273 (41), 26765-26771 (1998) 

98434592 

2 (residues 1 to 488) 

Oelkers,P., Cromley,D., Behari,A., Billheimer , J .T. and Sturley,S.L. 
Direct Submission 

Submitted (13-APR-1998) Human Nutrition, Coliimbia University, 630 
W. 168th Street, New York, NY 10032, USA 
Method: conceptual translation. 

Location/Qualifiers 

1. .488 

V organ ism= "Homo sapiens" 
/ db_xr e f = " t axon : 9 6 0 6 " 
/cell_type= "hepatocyte" 
1. .488 

/product="ACAT related gene product 1" 
/name="ARGPl'' 
1. .488 

/coded_by="AF059202. 1:245. .1711" 



ORIGIN 



1 mgdrgssrrr rtgsrpsshg gggpaaaeee vrdaaagpdv gaagdapapa pnkdgdagvg 
61 sghwelrchr Iqdslfssds gfsnyrgiln wcwmlilsn arlflenlik ygilvdpiqv 
121 vslflkdphs wpapclviaa nvfavaafqv ekrlavgalt eqaglllhva nlatilcfpa 
181 awllvesit pvgsllalma htilflklfs yrdvnswcrr arakaasagk kassaaapht 
241 vsypdnltyr dlyyflfapt Icyelnfprs prirkrfllr rilemlfftq Iqvgliqqwm 
301 vptiqnsmkp fkdmdysrii erllklavpn hliwliffyw Ifhsclnava elmqfgdref 
361 yrdwwnsesv tyfwqnwnip vhkwcirhfy kpmlrrgssk wmartgvfla saffheylvs 
421 vplrmfrlwa ftgmmaqipl awfvgrffqg nygnaavwls liigqpiavl myvhdyyvln 
481 yeapaaea 
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J 1: AAC72917 



diacylglycerol acyltransferase [Mus musculus] 
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AAC72917 498 aa ROD ll-NOV-1998 

diacylglycerol acyltransferase [Mus musculus] . 

AAC72917 

g3859934 

AAC72917 . 1 01:3 859934 

locus AF078752 accession AFQ78752.1 

house mouse. 
Mus musculus 

Eukaryota; Metazoa; Chordata; " Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Rodentia; Sciurognathi ; Muridae; Murinae; Mus. 

1 (residues 1 to 498) 

Cases, S., Smith, S.J. , Zheng, Y.-W., Myers, H.M., Lear,S.R., Sande,E., 
Novak, S., Collins, C, Welch, C.B., Lusis,A.J., Erickson, S . K . and 
Farese,R.V. Jr. 

Identification of a gene encoding an acyl CoA: diacylglycerol 
acyltransferase, a key enzyme in triacylglycerol synthesis 
Proc. Natl. Acad. Sci . U.S.A. 95 (22), 13018-13023 (1998) 
99007259 

2 (residues 1 to 498) 
Farese,R.V. Jr. 
Direct Submission 

Submitted ( 16- JUL-1998) Gladstone Institute, 2550 23rd Street, San 
Francisco, CA 94110, USA 

Method: conceptual translation supplied by author. 
Location/Qualifiers 
1. .498 

/organism="Mus musculus" 
/strain="C57BL/6" 
/db_xref="taxon: 10090" 
/chromosome= " 15 " 
1. .498 

/product^ "diacylglycerol acyltransferase" 
/name=" DGAT" 
1..498 
/gene=" Dgat " 

/coded_by="AF078752 . 1 : 96 . . 1592 " 



ORIGIN 



1 mgdrggagss rrrrtgsrvs vqggsgpkve edevrdaavs pdlgaggdap apapapahtr 
61 dkdgrtsvgd gywdlrchrl qdslfssdsg fsnyrgilnw cwmlilsna rlflenliky 
121 gilvdpiqw slflkdpysw papcviiasn ifwaafqie krlavgalte qmglllhwn 
181 latiicfpaa vallvesitp vgsvfalasy simflklysy rdvnlwcrqr rvkakavstg 
241 kkvsgaaaqq avsypdnlty rdlyyfifap tlcyelnfpr sprirkrfll rrvlemlfft 
3 01 qlqvgliqqw mvptiqnsmk pfkdmdysri ierllklavp nhliwliffy wffhsclnav 
361 aellqfgdre fyrdwvmaes vtyfwqnwni pvhkwcirhf ykpmlrhgss kwvartgvfl 
421 tsaffheylv svplrmfrlw aftammaqvp lawivgrffq gnygnaavwv tliigqpvav 
481 Imyvhdyyvl nydapvgv 
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diacylglycerol O-acyltransferase [Arabidopsis thaliana] 
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CAB44774 520 aa PLN lO-JUN-1999 

diacylglycerol O-acyltransferase [Arabidopsis thaliana] . 
CAB44774 
g5050913 

CAB44774 .1 GI: 5050913 

embl locus ATH131831, accession AJ131831 . 1 

thale cress. 
Arabidopsis thaliana 

Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta; 
Spermatophyta; Magnoliophyta; eudicotyledons ; core eudicots; 
Rosidae; eurosids II; Brassicales; Brassicaceae ; Arabidopsis. 

1 (residues 1 to 520) 
Hobbs,D.H., Lu,C. and Hills, M.J. 

Cloning of a cDNA encoding diacylglycerol acyltransf erase from 
Arabidopsis thaliana and its functional expression 
FEBS Lett. 452 (3), 145-149 (1999) 
99313150 

2 (residues 1 to 520) 
Hills, M.J. 

Direct Submission 

Submitted (22-DEC-1998) Hills M. J. , Department of Brassica and 
Oilseeds Research, John Innes Centre, Colney Lane, Norwich, NR4 
7UH, U.K 

Location/Qualif iers 
1. .520 

/ organ ism= "Arabidopsis thaliana" 
/sub_species= "Columbia" 
/ db_xr ef = " taxon : 3 7 02 " 
1..520 

/product = "diacylglycerol O-acyltransferase" 
/ EC_number = "2.3.1.20" 
1. .520 

/coded_by="AJ131831. 1:231. .1793" 



ORIGIN 



1 maildsagvt tvtengggef vdldrlrrrk srsdssngll Isgsdnnsps ddvgapadvr 
61 dridswndd aqgtanlagd nngggdnngg grgggegrgn adatftyrps vpahrrares 
121 plssdaifkq shaglfnlcv wliavnsrl iienlmkygw lirtdfwfss rslrdwplfm 
181 ccislsifpl aaftveklvl qkyisepwi flhiiitmte vlypvyvtlr cdsaflsgvt 
241 Imlltcivwl klvsyahtsy dirslanaad kanpevsyyv slkslayfmv aptlcyqpsy 
301 prsacirkgw varqfaklvi ftgfmgfiie qyinpivrns khplkgdlly aiervlklsv 
361 pnlyvwlcmf ycffhlwlni laellcfgdr efykdwwnak svgdywrmwn mpvhkwmvrh 
421 iyfpclrski pktlaiiiaf Ivsavfhelc iavpcrlfkl waflgimfqv plvfitnylq 
481 erfgstvgnm ifwfifcifg qpmcvllyyh dlmnrkgsms 
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_J 1: AAD45536 putative diacylglycerol acyltransferase [Brassica napus] 
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AF164434_1 503 aa PLN 30-NOV-1999 

putative diacylglycerol acyltransferase [Brassica napus] . 
AAD45536 
g5579408 

AAD4553 6. 1 GI: 5579408 

locus AF164434 accession AF164434 . 1 

rape. 

Brassica napus 

Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta; 
Spermatophyta; Magnoliophyta; eudicotyledons ; core eudicots; 
Rosidae; eurosids II; Brassicales; Brassicaceae; Brassica. 

1 (residues 1 to 503) 

Nykiforuk,C.L. , Laroche,.A. and Weselake, R. J. 

Isolation and Characterization of a cDNA Encoding a Second Putative 
Diacylglycerol Acyltransferase from a Microspore-derived Cell 
Suspension Culture of Brassica napus L. cv Jet Neuf {Accession No. 
AF164434) . (PGR99-158) 
Plant Physiol. 121 (3), 1053 (1999) 

2 (residues 1 to 503) 

Nykiforuk.C.L. , Laroche,A. and Weselake , R .J . 
Direct Submission 

Submitted (30- JUN-1999 ) Chemistry and Biochemistry, University of 
Lethbridge, 4401 University Drive, Lethbridge, Alberta TIK 3M4, 
Canada 

Method: conceptual translation supplied by author. 
Location/Qualifiers 
1. .503 

/organism=" Brassica napus" 
/strain= "cultivar Jet Neuf" 
/ db_xr e f = " t axon : 3 7 0 8 " 

/note= "microspore-derived cell suspension culture" 
1. .503 

/product= "putative diacylglycerol acyltransferase" 
/EC_nuinber="2 .3 .1.20" 
1. .503 

/gene="DGATl" 

/coded_by= " AF164434 .1:1.. 1512 " 



ORIGIN 



tspsddvgaa aaerdrvdsa 
resplssdai fkqshaglfn 
Ifmcclslsv fplaaftvek 
gvtlmlltci vwlklvsyah 



1 maildsggva vpptengvad Idrlhrrkss sdssngllsd 
61 aeeeaqgtan laggdaetre saggdvrfty rpsvpahrrt 
121 Icvwlvavn srliienlmk ygwlirtdfw fsstslrdwp 
181 mvlqkfisep vaiilhviit mtevlypvyv tlrcdsafls 
241 tsydirtlan sadkvdpeis yyvslkslay fmvaptlcyq psyprspcir kgwvarqlak 
301 Iviftglmgf iieqyinpiv rnskhplkgd llyaiervlk Isvpnlyvwl cmfycffhlw 
3 61 Inilaellcf gdrefykdww naksvgdywr mwnmpvhkwm vrhvyfpclr ikipkvpaii 
421 iaflvsavfh elciavpcrl fnlwafmgim fqvplvfitn flqerfgsmv gnmifgsasc 
481 ifgqpmcgll yyhdlmnrkg sms 
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DEFINITION 
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VERSION 
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TITLE 
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REFERENCE 
AUTHORS 
TITLE 
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COMMENT 



ATAC003058 97495 bp DNA PLN 16-MAY-1998 

Arabidopsis thaliana chromosome II BAC F27F23 genomic sequence, 
complete sequence. 
AC003058 

AC003058.1 GI:3135250 
HTG. 

thale cress. 
Arabidopsis thaliana 

Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta; 
euphyllophytes; Spermatophyta; Magnoliophyta; eudicotyledons ; core 
eudicots; Rosidae; eurosids II; Brassicales; Brassicaceae; 
Arabidopsis . 

1 (bases 1 to 97495) 

Rounsley, S.D. ; Lin,X., Ketchum, K . A . , Crosby, M.L., Brandon, R . C . , 
Sykes,S.M., Kaul,S., Mason, T.M., Kerlavage, A. R . , Adams, M.D., 
Somerville,C.R. and Venter, J. C. 

Arabidopsis thaliana chromosome II BAC F27F23 genomic sequence 
Unpublished 

2 (bases 1 to 97495) 
Rounsley, S.D. and Lin,X. 
Direct Submission 

Submitted ( 06-NOV-1997 ) The Institute for Genomic Research, 9712 
Medical Center Dr, Rockville, MD 20850, USA, rounsley@tigr.org 

3 (bases 1 to 97495) 
Rounsley, S.D. 
Direct Submission 

Submitted (16-MAY-1998) The Institute for Genomic Research, 9712 
Medical Center Dr., Rockville, MD 20850, USA 

[WARNING] On Dec 17, 1999 this sequence was replaced by a newer 
version ai : 6598388 . 

On May 16, 1998 this sequence version replaced ai : 3128164 . 
Address all correspondence to: 
Steve Rounsley 

The Institute for Genomic Research 
9712 Medical Center Dr, 
Rockville, MD 20850, 
USA 

e-mail: rounsley@tigr.org 

BAC clone F27F23 is from Arabidopsis chromosome II and is contained 
in the YAC clone CIC06E08. 

The orientation of the sequence is from SP6 to T7 end of the BAC 
clone. 

Genes were identified by a combination of three methods: Gene 
prediction programs including GRAIL (available by anonymous ftp 
from arthur.epm.ornl.gov), Genefinder (Phil Green, University of 
Washington) , Genscan (Chris Burge, 

http://gnomic.stanford.edu/-chris/GENSCANW.html) , and NetPlantGene 
(http : / /www . cbs . dtu . dk/netpgene/cbsnetpgene . html ) , searches of the 
complete sequence against a peptide database and the Arabidopsis 
EST database at TIGR (http://www.tigr.org/tdb/at/at.html). 
Annotated genes are named to indicate the level of evidence for 
their annotation. Genes with similarity to other proteins are named 
after the database hits. Genes without significant peptide 
similarity but with EST similarity are named as 'unknown' proteins. 
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source 



mRNA 
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CDS 



Genes without l^ptein or EST similarity, that l^^predicted by more 
than two gene prediction programs over most of their length are 
annotated as 'hypothetical' proteins. Genes encoding tRNAs are 
predicted by tRNAscan-SE (Sean Eddy, 

http://genome.wustl.edu/eddy/tRNAscan-SE/). Simple repeats are 
identified by repeatmasker (Arian Smit, 

http://ftp.genome.washington.edu/RM/RepeatMasker.html) . Regions of 
genomic sequence that are not annotated as genes but have predicted 
exons by GRAIL are annotated as misc features. 

Location/Qualifiers 

1. .97495 

/ organ i sm= " Ar abidops i s t ha 1 i ana " 
/cultivar=" Columbia" 
/ db_xr e f = " t axon : 3 7 0 2 " 
/chromosome= " II " 
/map="CIC06E08" 
/clone="F27F23" 

complement (join (<21. .429,506.-695,770. 



misc feature 



misc feature 



misc feature 



repeat region 



mRNA 



gene 



CDS 



.832,927. .1053, 
.1953,2038. .2109, 
.>3689) ) 



832,927. .1053, 
.1953,2038. .2109, 
.3689) ) 



1129. .1340,142 8. .1594,1710. .1790,1882 
2186. .2324,2406. .2884,2963. .3509,3 602, 
/gene="F27F23 .1" 
complement (<21 . .>3689) 
/gene="F27F23 .1" 

complement (join (21 . .429,506. .695,770. , 
112 9. .1340,1428. .1594,1710. .1790,1882. 
2186. .2324,2406. .2884,2963. .3509,3602. 
/gene="F27F23 .1" 
/codon_start=l 

/product= "putative receptor protein kinase" 
/protein_id= " AAC16451 . 1 " 
/db_xref= "GI: 3135251" 

/translation="MVHYNFLSLIIFACFFAVFVLLVRAQDQSGFVSIDCGIPEDSSY 

NDETTDIKYVSDAAFVESGTIHSIDPEFQTSSLEKQFQNVRSFPEGNRNCYDVKPPQG 

KGFKYLIRTRFMYGNYDNLGKAPDFDLYLGFNIWDSVTIDNATTIVTKEIIHTLRSDH 

VHVCLVDKNRGTPFLSALEIRLLKSNTYETPYDSLILFKRWDLGGLGALPVRYKDDVF 

DRIWIPLRFPKYTIFNASLTIDSNNNEGFQPARFVMNTATSPEDLSQDIIFSWEPKDP 

TWKYFVYMHFAEWELPSNETREFKVLLNEKEINMSSFSPRYLYTDTLFVQNPVSGPK 

LEFRLQQTPRSTLPPIINAIETYRVNEFLQSPTDQQDVDAIMRIKSKYGVKKSWLGDP 

CAPVKYPWKDINCSYVDNESPRIISVNLSSSGLTGEIDAAFSNLTLLHILDLSNNSLT 

GKIPDFLGNLHNLTELNLEGNKLSGAIPVKLLERSNKKLILLRIDGNPDLCVSASCQI 

SDEKTKKNVYI I PLVAS WGVLGLVLAIALFLLYKKRHRRGGSGGVRAGPLDTTKRYY 

KYSEWKVTNNFERVLGQGGFGKVYHGVLNDDQVAVKILSESSAQGYKEFRAEVELLL 

RVHHKNLTALIGYCHEGKKMALIYEFMANGTLGDYLSGEKSYVLSWEERLQISLDAAQ 

GLEYLHNGCKPPIVQRDVKPANILINEKLQAKIADFGLSRSVALDGNNQDTTAVAGTI 

GYLDPEYHLTQKLSEKSDIYSFGWLLEWSGQPVIARSRTTAENIHITDRVDLMLST 

GDIRGIVDPKLGERFDAGSAWKITEVAMACASSSSKNRPTMSHWAELKESVSRARAG 

GGSGAS SVTD PAMTNFDSGMF PQAR " 

3807. .3838 

predicted by xgrail, 



/note=" exon 
4007 . .4161 

/note="exon predicted by xgrail, 

complement (4079. .4169) 

/note="exon predicted by xgrail, 

complement (5004 . . 5047 ) 

/rpt_f amily=" AT_rich" 

complement (join (<5060. .5590, 5665 

/gene="F27F23 .2" 

complement (<5060 . .>6543) 

/gene="F27F23 .2" 

/note= "predicted by genscan" 

complement (join (5060. .5590, 5665. 

/gene="F27F23 .2" 

/note= "hypothetical protein" 

/codon_start=l 

/protein id= " AAC16452 . 1 " 



quality good_shadowexon" 
quality good_shadowexon" 
quality good" 

. .6171,6262. .>6543) ) 



6171,6262. .6543) ) 
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repeat reaion 


misc 


feature 


misc 


feature 


misc 


feature 


misc 


feature 


misc 


feature 


misc 


feature 


misc 


feature 


misc 


feature 



mRNA 



gene 
CDS 



/dh_il^m= "GI : 31352 52" 

/transTation="MTSKAAWEPEHDEVFVDLCVEQKMLGNQPEMQHILEAFQEMGVR 
FTIDQLINHWDTMIKQWKIWCRLVQCKDIKWDSLTNTFGATDQEWANYLEVNPEAGQY 
RCNPPLFLEKLEIIFAGMNLDGEGTSSGSKMKQICEHRDEENVTGYVPRLSASDIATR 
RHYKWSPSSHAIWDTCFQESLKGIRPIKRNHLFTKESWKMILEKINRITGLGYTHKQ 
LENHFTRTRTSWKHWCETIASPIMKWDANTRKFGATEEDWDKYLMINKRARVFKRRHI 
PHADKLATIFKGRIEPGKTKTRRYRKRVIDHHSESPQLHDHQPTPSSVWNTNEPVKG 
SDDRAEDG^A/EPTSLIRSDSEDVAETVTPEMMEKIPVNASVKKKEKFTFEECVECLDA 
lEEVEKGGDLYMFALDLFKTKDYRYLFLMLQKSSLRMAWLLKLLSNP" 
5603. .5623 

/rpt_f amily= " AT_rich" 
complement (7276 . . 7370) 
/rpt_family=" (TAAAA)n" 
complement (7395 . .7577) 
/note="exon predicted by xgrail, 
7803 . .7885 

/note="exon predicted by xgrail, 
marginal_shadowexon " 
complement (7838. . 7989) 
/note="exon predicted by 
complement (8022 . .8094) 
/note="exon predicted by 
8173 . .8314 

/note="exon predicted by 
excel 1 en t_shadowexon " 
complement (8201 . . 8571} 
/note="exon predicted by 
8449. .8535 

/note="exon predicted 
marginal_shadowexon " 
8793.. 8858 

/note="exon predicted by xgrail, quality 
marginal_shadowexon " 
complement ( join (<9 141 . 
10073. .10199,10282. .10478,10565. 
11004. .11075,11166. .11237,11314. 
12 091. .12637,12729. .>12813) ) 
/gene="F27F23 .3" 
complement (<9141 . .>12813) 
/gene="F27F23 .3" 

complement (join (9141 . . 9558, 9652 . 
10073. .10199,10282. .10478,10565. 
11004. .11075,11166. .11237,11314. 
12 091. .12 637,12729. .12813) ) 
/gene="F27F23 .3" 
/ codon_s t ar t = 1 

/product= "putative receptor protein 
/protein_id= " AAC16453 .1 " 
/db_xref="GI: 31352 53" 

/translation="MGNFNFLPLVSFASFVWLVLVCAQDQSGFVSIDCGIPEDSSYY 
DEKTDIKYISDAAFVESGTIHSIDSKFQKKNLEKQFQKVRSFPEGKKNCYDVQPPQGK 
GFKYLIRTRFMYGNYDNLGKAPDFDLYLGVNLWDSVTLENSTTIVTKEIIYTLRSDKV 
HVCLVDKERGTPFLSVLELRLLKNNIYETASDSLMLYRRWDLGATGDLPARYKDDIFD 
RFWMPLMFPNFLILNTSLMIDPTSSNGFLPPSVVMSTAVAPMNSSIEQIM\m\JEPRDP 
NWKFYIYIHFAEVEKLPSNETREFSVFLNKEQIDTTSVFRPSYLYTDTLYVQNPVSGP 
FLEFVLRQGVKSTRPPIMNAIETYRTNEFLDLPTDQNDVDAIMKIKTKYKVKKNWLGD 
PCAPFGYPWQGINCSYTANNPPRIISVNLSFSGLTGQIDPVFITLTPLQKLDLSNNRL 
TGTVPDFLANLPDLTELNLEENKLTGILPEKLLERSKDGSLSLRVGGNPDLCVSDSCR 
NKKTERKEYIIPSVASVTGLFFLLLALISFWQFKKRQQSVKTGPLDTKRYYKYSEIVE 
ITNNFERVLGQGGFGKVYYGVLRGEQVAIKMLSKSSAQGYKEFRAEVELLLRVHHKNL 
lAIiIGYCHEGDQMALIYEYIGNGTLGDYLSGKNSSILSWEERLQISLDAAQGLEYLHN 
GCKPPIVHRDVKPTNILINEKLQAKIADFGLSRSFTLEGDSQVSTEVAGTIGYLDPEH 
YSMQQFSEKSDVYSFGWLLEVITGQPVISRSRTEENRHISDRVSLMLSKGDIKSIVD 
PKLGERFNAGLAWKITEVALACASESTKTRLTMSQWAELKESLCRARTSGDSGDISF 
SEPTEMNVSMTVDPGVLPQPR " 



by 



xgrail, 
xgrail, 
xgrail , 

xgrail , 
xgrail , 



quality good" 
quality 

quality excellent" 
quality marginal" 
quality 

quality excellent" 
quality 



9558,9652 



.9841,9925. . 
10722,10838. 
11452,11535. 



9987, 

.10918, 

.12019, 



.9841,9925. .9987, 
.10722,10838. .10918, 
.11452, 11535. .12019, 



kinase" 
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compM^t {11138. .11160) 
/rpt_family= " AT_rich" 
complement {12886. .12925) 

/note="exon predicted by xgrail, quality good" 

complement (join (<13430. . 13585 , 13844 , . 157 62, 

16010. .16186,16516. .16604,16763. .>16944) ) 

/gene="F27F23 . 4" 

complement (<13430 . .>16944) 

/gene="F27F23 .4" 

/note= "predicted by genscan" 

complement (join (13430. .13585,13844. .15762,16010. .16186, 

16516. .16604,16763. .16944) ) 

/gene="F27F23 .4" 

/note= "hypothetical protein" 

/codon_start=l 

/protein_id= " AAC16454.1 " 

/db_xref="GI: 3135254" 

/translation="MAPSEIEPALQEPSGSLVLSREDRRFANLRGVRWRVNLGVLPSL 

ASSIDEFRRAAANSRRRRRLLMDPHVLKHEDSSPNFIIDNPLSQNPNSTWGQFFRNAE 

LEKTLDQDLSRLYPEHWCYFQTPRYQGMLRRILLLWCLKHPEYGYRQGMHELLAPLLY 

VLHVDIMRLSEVRKSYEDYFTDRFDSLSFMERDITYTFDFNKFMDSVDNGIGSQGHSK 

NFNSLDELDPEVQSLVMLTDSYGTESELGIVLSEKFMEHDAYCMFDALMSGIHGCFAM 

ASFFSYSPASGSHTGLTPVLEACSAFYRILAWDSSLHSHLVELGVEPQYFGLRWLRV 

LFGREFLLQDLLLVWDEIILADNSARTDEDSRNQNFRIFDCPRGTLVLGMTVSMILYL 

RSSLLSTENATCCLQRLLNFPENIDLNKIIQKAKLLQALVLDTDMLSALSINGVFDQS 

NFVPARTKSCSTSPRSPLIIAPESYWEKKWRVLHKAEEEENKICLEKQTPPTQKKKRW 

LNVTKLFRAVIDLSHHKLGIGERKANSSPVTQSLLEDSSEQLNVDCHVTVNKENIHPQ 

ETEENIMEFHSADEESIVSGSSPSEESSFVSLDPTSPVRCSTKIENDSVSSAGSNLLP 

DEDDKSIVSISEENSSVSSDPISPAIDSNYSGKYLDCCTGSENDKDQQTSVNSPLSVS 

PHRRNEYPVTQSDEDVSTDKSVGITKEYKLLHGIVQWFRKLKRTLSSEETSHRKASDA 

TKTNDVKIKKNQIGCYSESHPQALSSGDSSQNLRKTLKNLGQSMLKHIEAIELVFQQE 

PC L VP AGL I GNL AKTNL I EKGQVTATTALKEL RKL SNLL S EM " 

join(<17068. .17148,18012. .18127,18236. .18341, 

18392. .>18550) 

/gene="F27F23 .5" 

<17068. .>18550 

/gene="F27F23 .5" 

join (17068. .17148,18012. .18127,18236. .18341,18392. .18550) 

/gene="F27F23 .5" 

/codon_start=l 

/product= "Mg-chelatase subunit D-like protein" 
/protein id= " AAC16455 . 1 " 
/db_xref="GI: 313 5255" 

/translation="MNDDENMNFVCCVRDSRREEPIDEEEQSYYRCLILNIVEREGIS 
FRNPCKPLLVAIYQPEEGAIQDFEDPVAAVGIAKQLQEHCNEVFRNVKETNSNEHCNV 
KLVS ILVLKC YSMTMWI SLKMTLRMVIMILKRRKTEI ALVAWEMLAMKMAT " 
complement (17380 . . 17504) 
/rpt_family=" (TAAA}n" 
18632. , 
/note=' 
19078. . 
/note= ' 
19480. . 
/note=' 
19557. . 
/note= ' 
19737 . , 
/note=' 
19935. . 
/note=' 



.18706 

'exon predicted 
.19123 

■exon predicted 
.19517 

'exon predicted 
.19652 

'exon predicted 
.19810 

'exon predicted 
.20056 

'exon predicted 
complement (2 0075 . .20092) 
/note="exon predicted by 
mar g i na l_shadowexon " 
complement (2 0457 . .20499) 
/ rp t_f ami ly = " AT_r i ch " 



by 
by 
by 
by 
by 
by 



xgrail, cjuality good" 

xgrail, quality marginal" 

xgrail, quality marginal" 
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20531^Hb576 

/rpt_flmily=" {GA)n" 
complement (20700 . .20787) 
/rpt_family=" (CAAAA)n" 
21345. .21442 

/note="exon predicted by xgrail, 
complement (21512. .21553) 
/note="exon predicted by xgrail, 
marginal_shadowexon " 
21590. .21671 

/note="exon predicted by xgrail, 
join(<21713. .23229. 
23778. .23868,23909. 
/gene="F27F23 .6" 
<21713 . .>24269 
/gene="F27F23 .6" 
/note="predicted by genscan" 

join (21713. .23229,23377. .23431,23522. .23625,23778. .23868, 

23909. .23941,24091. .24215,24233. .24269) 

/gene="F27F23 .6" 

/note= "hypothetical protein" 

/codon_start=l 

/protein id=" AAC16456 . 1 " 

/db_xref = " GI : 3 1 3 52 5 6 " 

/translation="MLVESSFSSSVETSLLNVSEYQDPFAAYDWTSLAESYQMIHKVP 

EQSQVSFLKNVPVTDTMNLDESKHPKHQESCSEKSVMHKVSGKALTSLVYRRRKRTLI 

PGGTEEHNLGKIRKQDDSLDDSIVSLYNPEESTKRKNRFNNCLVYSRKKRRGESSCTF 

TGETTIRGDGLDDAFVSEHDCGETRRRGNRSDDCLVYSRKKGRVKFNSCSFSKHVTGR 

TKISYDQADSSACSQMGQIVKADSSLTRPKPGEIKKSGHQLVYSQRKQLVKSNGSFTE 

SHVGKTKRNGDRSEVLIiTYSRRKKSGKSIGVRVNGFLVYTRKKLKFRGPFARRDLSET 

KKNGDQRSTVSSRELLDDTQVTEVTCSSDGTNDSCSSLKSSSEVNSTSSKSREDDCYS 

SDSGVSETDTDGSSSPFRQCKHCDKPGTVEKMLICDECEEAYHTRCCGVQMKDVAEID 

EV/LCPSCLKNQSSKTKTKGRISHERKWRVTVPFVIGIRIGKMFQADVPDWSGPTMSDT 

SFVGEPLEIGQSEYMHDLKKAKNSKKQCSAVNWLQCREEDTNGVICGKWRRAPRSEVQ 

TKDWECFCCFSWDPSRADCAVPQKNPSEDEKLAAELETSEILKQLKYIKMVRYFSHYL 

FDLSRPYSFLIKDLKLKRLDLDQTPKSEN " 

complement (24507 . . 24590) 

/note="exon predicted by xgrail, quality good_shadowexon " 
complement (join (<24731. .24895,25375. .>26289) ) 
/gene="F27F23.7" 
complement (<24731 . .>26289) 
/gene="F27F23 .7" 

complement (join (24731. .24895,2 5375. .26289) ) 

/gene="F27F23 .7" 

/ no te= "unknown protein" 

/codon_start=l 

/protein id= " AAC16457 . 1 " 

/db_xref="GI: 3135257" 

/translation="MDSLVASYASSDEEEDLQPRREAFTVKSSEPSASSLFSAIPQPK 

ELKSSEDGDLGSSSSRGKSSSFLSSLPPPKSSISRKKNPNPSSIPKRWQIRLPVNPR 

PSNLDDEDDEEEEKARKKRKQMESASASHDSSVRSFLSAMPAPKSSQTLGALPSLGSG 

SGRRSNLETETPSIAFPQTDSGISDQQNQSYESFSHSNSETEQIVGVDNYYATGYDGG 

YETIPSGSSVGYDGSSYGGNTWNGGGFEAMTGLPEAWAMDSGARRGRRGRNQMPEIV 

EVKQDELMKNRPRVDQVKSTGIAFGPAYQPVTSSSKGKVSKLHKRKHQITALFMDMKH 

KESELTERRSRGLLTKAETQAKYGW " 

complement (2 5930. .25971) 

/rpt_family=" (GAA)n" 

26293 . .26327 

/rpt_family=" (GA)n" 

<27054. .>29135 

/gene="F27F23 .8" 

<27054. .>29135 

/gene="F27F23 .8" 

27054. .29135 

/gene="F27F23 .8" 



quality good" 
quality 



quality excellent" 
.23377. .23431,23 522 . .23625, 
. .23941,24091. .24215,24233. .>24269) 
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quality marginal" 
quality 

quality marginal" 
quality 



/codd^^tart = l 

/product="salt inducible protein-like" 
/protein id= " AAC16458 . 1 " 
/db_xref="GI: 3135258" 

/translation="MWVSIFNLKSSGLNHFCTRTKAFRYFWCRTFSLASLSENNSRFQ 

TDSSRLPYSGSRYYHSSSKHFGEDFVSILKNIDVPRDCVETIRNVLVKHNWIQKYESG 

FSTELDQYTVIRILDDLFEETLDASIVLYFFRWSELWIGVEHSSRSISRMIHILVSGN 

MNYRAVDMLLCLVKKCSGEERSLCLVMKDLFETRIDRRVLETVFSILIDCCIRERKVN 

MALKLTYKVDQFGIFPSRGVCISLLKEILRVHGLELAREFVEHMLSRGRHLNAAVLSL 

FIRKYCSDGYFDKGWELLMGMKHYGIRPDIVAFTVFIDKLCKAGFLKEATSVLFKLKL 

FGISQDSVSVSSVIDGFCKVGKPEEAIKLIHSFRLRPNIFVYSSFLSNICSTGDMLRA 

STIFQEIFELGLLPDCVCYTTMIDGYCNLGRTDKAFQYFGALLKSGNPPSLTTSTILI 

GACSRFGSISDAESVFRNMKTEGLKLDWTYNNLMHGYGKTHQLNKVFELIDEMRSAG 

ISPDVATYNILIHSMWRGYIDEANEIISELIRRGFVPSTLAFTDVIGGFSKRGDFQE 

AF I LWF YMADLRMK PDWTC SALLHGYCKAQRMEKAI VLFNKLLDAGLK PD WLYNTL 

IHGYCSVGDIEKACELIGLMVQRGMLPNESTHHALVLGLEGKRFVNSETHASMLLEEI 

IVAKWHLTSGG" 

29420. .29486 

/note="exon predicted by xgrail, 
complement (29437 . .29511) 
/note="exon predicted by xgrail, 
marginal_shadowexon " 
29731. .29806 

/note="exon predicted by xgrail, 
complement (29839 . .29902) 
/note="exon predicted by xgrail, 
marginal„shadowexon " 
29862. .29929 

/note="exon predicted by xgrail, quality marginal" 

complement (join (<3 03 01. .30395,31272. .>31404) } 

/gene="F27F23 .9" 

complement (<30301. .>31404) 

/gene="F27F23 .9" 

/note= "predicted by genscan" 

complement (join (3 03 01. .30395,31272. .31404) ) 

/gene= "F2 7F2 3 .9" 

/note= "hypothetical protein" 

/ codon_s tar t = 1 

/protein id= " AAC16459 . 1 " 

/db_xref="GI: 313 5259" 

/translation="MRKKIKLLEEENCDMRKRMLLLEEKKMLPEKKREGGSFGFGGDR 

YTPASVEYQPAVICSIKRTCHFGNLGIVYEF " • 

31682 . .31771 

/rpt__family=" (TA)n" 

complement (<32422 . .>32601) 

/gene="F27F23 .10" 

complement {<32422 . .>32601) 

/gene="F27F23 .10" 

/note= "predicted by genscan" 

complement (32422 . .32601) 

/gene="F27F23 . 10" 

/note= "hypothetical protein" 

/codon_start=l 

/protein_id= " AAC16460.1 " 

/db_xref-"GI :3135260" 

/translation="MVNSPKKWFVTTISIIKTENLDNATAIEVAAASTTTKRTTCGS 
VCRNRKRQTNKQTNQ " 
33154. .33174 

/note="exon predicted by 
marginal_shadowexon " 
complement (34181. .34788) 
/gene="F27F23 . 11" 
complement (34181 . .34788) 
/gene="F27F23 . 11" 
complement (34274. .34762) 
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/gen4BpF27F23 .11" 
/codoi^tart=l 
/product="putative 18.5 KDa class I heat shock protein" 
/protein id= " AAC16461 . 1 " 
/db_xref ="GI : 3135261 " 

/translation="MSMIPISNRRRLSPGDRIWEPFELMNTFLDFPSPALFLSHHFPS 
LSREIFPQTSSSTVNTQLNWTETPTAHVFKAYLPGVDQDEVIAFVDEEGYLQICTGDN 
KFMSRFKLPNNALTDQVTAWMEDEFLVVFVEKDASSSPPQLPEIEENRNVRWEITGD 
DD" 

complement (<35246 . .>35479) 
/gene= "F27F23.12" 
complement {<35246 . .>35479) 
/gene= "F27F23.12" 
/note="predicted by genefinder" 
complement (35246. .35479) 
/gene="F27F23 . 12" 
/note="hypothetical protein" 
/codon_start=l 
/protein_id= " AAC16462.1 " 
/db_xref="GI: 3135262" 

/translation="MEATKERMEKDQKKRVVTNEAGKAEDNTIRTIIRESIVEDRGSN 

DDDGNKDNDHGASKPEDILAFSRTVRKIDSSLE" 

complement (35434 . .35502) 

/rpt_family=" (GA)n" 

35505. .35714 

/note="exon predicted by xgrail, quality good_shadowexon" 

complement (35815 . .35856) 

/rpt_f amily="AT_rich" 

complement ( 36232 .. 3 6341 ) 

/rpt_family=" (TAAAA)n" 

complement (36645. .36668) 

/ rp t_f ami ly= " AT_r ich " 

complement (36701 . .36723) 

/note="exon predicted by xgrail, quality 
excel 1 ent_shadowexon " 
37269. .37319 
/rpt_family=" (TA)n" 

join(<3732 9. .37616,37890. .38059,38151. .>38835) 

/gene="F27F23.13" 

<37329. .>38835 

/gene="F27F23.13" 

/note= "predicted by genscan" 

join (37329. .37616,37890. .38059,3 8151. .38835) 

/gene="F27F23 . 13" 

/note=" hypothetical protein" 

/codon_start=l 

/protein_id= " AAC16463 .1 " 

/db_xref="GI: 3135263" 

/translation="MICEEAYHQQPQIQKEQMMTMDQRNNHQRKRSPLSSPSSPSSPS 

SPSSPKSPSFNNNEEERLEVWLSGMALESLPNPSLNLAQICKLDLSNNHLQTIPESL 

TARLLNLIALDVHSNQIKALPNSIGCLSKLKTLNVSGNFLVSFPKSIQHCRSLEELNA 

NFNKLIRLPDSIGFELTNLRKLSINSNKLISLPISITHLTSLRVLDARLNCLMILPDD 

LENLINLEILNVSQNFQYLSALPSSIGLLMNLIELDVSYNKITVLPESIGCMRRLRKL 

SVEGNPLVSPPIEVMEQNLQWREYLTQKMNGGSPRSPSKKKSWGFGKLVKYGTFNGG 

SRSWNREEREGFIMPEYRSIDSLASPRYSGMFSPRRLFSPRTYFSR" 

37393. .37488 

/rpt_family=" {CAT)n" 

complement (39371 . .39466) 

/note="exon predicted by xgrail, quality 
marginal_shadowexon " 
complement (<39656 . . 40234) 
/gene="F27F23 . 14" 
complement (<39656 . .40234) 
/gene="F27F23 .14" 
complement (39656 . ,40177) 
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/gen^J^7F23 . 14" 

/note="'unlcnown protein" 
/codon_start=l 
/protein id= " AAC16464 . 1 " 
/db_xref="GI:313 52 64" 

/translation="MAPRSDSQTGSSVSDGSDQSSMDPIFHLLRIVPFSFLRPPRLRL 

KIPSFTLPSPMTVYALILLTYFLWSGFVYDVIVEPPGIGSTQDPTTGTIRPWFMSG 

RWGQYIIEGLSSGFMFVLGGIGIVMLDLALDKNKAKSVKASYAVAGVSSIVIAYVMS 

MLFIRIKIPGYLY" 

40515. .40611 

/note="exon predicted by xgrail, quality good" 

join (40644. .40900,41358. .41621) 

/gene="F27F23 . 15" 

40644. .41621 

/gene="F27F23 . 15" 

join (40711. .40900,413 58. .41479) 

/gene="F27F23 .15" 

/not e= "unknown protein" 

/codon_start=l 

/protein id= " AAC16465 . 1 " 

/db_xref="GI:3135265-i' 

/translation="MAYVDHAFSISDEDLMIGTSYTVSNRPPVKEISLAVGLLVFGTL 
GIVLGFFMAYNRVGGDRGHGIFFIVLGCLLFIPGFYYTRIAYYAYKGYKGFSFSNIPS 
V" 

complement (41924 . . 42096) 

/note="exon predicted by xgrail, quality 
marginal_shadowexon " 
42333. .42361 

/note="exon predicted by xgrail, quality marginal" 
complement (42 840 . . 42968)' 
/rpt_family=" (TAAA)n" 
42922. .42978 
/rpt_family=" (TA)n" 

join(<43061. .43198,43 612. .43854,452 90. .>45340) 

/gene="F27F23 . 16" 

<43061. .>45340 

/gene="F27F23 .16" 

/note= "predicted by genscan" 

join{43061. .43198,43612. .43854,45290. .45340) 

/gene="F27F23 .16" 

/note="hypothetical protein" 

/ codon_s tar t = 1 

/protein_id= " AAC16466 .1 " 

/ db_xr e f="GI:3135266" 

/ t r ans 1 a t i on = " MANL I VL YI LVI KAMI VIGS ES SDSRDAE INRLLKKLNKPFLKS 
IKMRPTSYPEGWSNKDSDNEKHKMVPQLWTINGKCPKNSIPIRRTRKEDILRAKSIER 
FGKKDPNNIHQHKPTNPTNNDGTHEFKVETSLLIIPRKILS" 
complement (45387 . .45443) 

/note="exon predicted by xgrail, quality 

marginal_shadowexon " 

45508. .45622 

/rpt_family=" (CAAAA)n" 

<46273 . .>46581 

/gene="F27F23.17" 

<46273. .>46581 

/gene="F27F23 . 17" 

/note= "predicted by genscan and genefinder" 

46273. .46581 

/gene="F27F23 . 17" 

/note= "hypothetical protein" 

/codon_start=l 

/protein id=" AAC16467 . 1 " 

/db_xref="GI: 3135267" 

/translation="MERERGSERERERERERERERERERERERERERERERERERERE 
REREREREREREREREREREKHKPATLAKNRRRRFVKNRRRRDHRRRISIIDGYESQF 
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46294. .46465 
/gene="F27F23 . 17" 

/note=" Unable to sequence across the GA repeat region. The 
size of this region was estimated from the size of 6 
shotgun clones." 
46294. .46413 
/rpt_family=" {GA)n" 
46414. .46467 
/rpt_family=" (GA)n" 
complement (46849 . . 46920) 

/note="exon predicted by xgrail, quality 
marginal_shadowexon " 
46851. .46892 

/note="exon predicted by xgrail, quality marginal" 
complement (46922 . . 46960) 
/ r p t_ f ami 1 y = " AT_r i c h " 
46982. .47044 

/note="exon predicted by xgrail, quality good" 
47142. .47253 

/note="exon predicted by xgrail, quality excellent" 
complement (47175 . . 47255) 

/note="exon predicted by xgrail, quality 
excellent_shadowexon " 
47605. .47739 

/note="exon predicted by xgrail, quality excellent" 

47884. .47946 

/rpt_f amily=" (TAAAA)n" 

47903. .47946 

/ rp t_f ami ly = " POLY_A " 

join(<48238. .48324,48412. .48486,48584. .48684, 
48805. .49011,49139. .49348,49825. .50870,51499. .51581, 
51712. .51786,51899. .52029,52237. .52 600,52 694. .52801, 
52901. .>52963) 
/gene="F27F23 .18" 
<48238. .>52963 
/gene="F27F23 .18" 

join (48238. .48324,48412. .48486,48584. .48684,48805. .49011, 
49139. .49348,49825. .50870,51499. .51581,51712. .51786, 
51899. .52029,52237. .52600,52694. .52 801,52901. .52963) 
/gene="F27F23 .18" 

/codon_start=l • 
/product= "putative RNA-binding protein" 
/protein_id= " AAC16468.1 " 
/db_xref = "GI : 3135268" 

/translation="MVWFQCDDCGENLKKPRLPRHMSMCTATKFSCIDCGNMFGQVSV 

HYHNQCITEAEKYGPMVRSNGESSKQKHDFDINAELFNSQWFCSLCNATMTCEQDYFA 

HVYGKKHQEKANEVADMDYSKQQSEHPAVDKNNLTQQPDLDIYVGLSNDYPWFCSLCD 

INATSEQTLLAHANGKKHRVKVERFDAEQQKRQSTQHSTVDKKDYSKQQIEVDINVGL 

SNCYPWFCSLCNVKATCQQNLLSHANGRKHRENVELFDATQQQQLEKTTVDKKDTTVN 

ASDGNSEQKKVDLLVSSGVANGYSQAHKKRKLETCDETWKREWQAEEAKGGGEQKSE 

SKKAKKQDKEKKRKKDKKQTKSDSDFEHDKEDIKQLLVAYSKEELVNLIYKTAEKGSR 

L I S AI LE S ADRD I AQRNI FVRGFGWDTTQENLKTAFES YGE I EEC SWMDKDTGRGKG 

YGFVMFKTRKGAREALKRPEKRMYNRIWCNLASEKPGKAGKEQDMAEPVNIDLTKMA 

NQSEAVLPGIELGRGHVLEKMHHQQQQTMDMFGQNMPFYGYSHQFPGFDPMYGAIiSGN 

QMLAGLPNYDLNFDNRKTKKMVWFQCEDCGESLKKPKLSCIDCGEMFGRDTVQGHNQC 

ITEAEKYGPKGQSKSANGTPAKPKDISKQEPDFDINVGLSNRYPWFCSLCNTKATSQQ 

TLLAHADGKKHRGKAKAFHARQQQEQSTTLDNKDGSENASNVDSEQKKVDLPASSGVA 

NGESHPEKKRKLETLDETSEGEEAKGSDLKKAKKQDHEKKINWKKLITSALKSNEDKT 

LKMKKLKKLVLESIVDSGRDKSELKAELELKVNLSSRFTVDGKYVKLVAKD" 

50112. .50214 

/rpt_family=" (GAAA)n" 

54041. .54119 

/note="exon predicted by xgrail, quality 
marginal_shadowexon " 
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misc feature 

misc feature 
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gene 
CDS 



:_fama 



misc feature 

misc feature 
repeat region 
repeat region 
repeat region 
misc feature 
misc feature 
mRNA 



compM^nt (54151 . .54181) 
/rpt_farnily=" (GAAA)n" 
54192. .54262 

/note="exon predicted by xgrail., quality 
marginal_shadowexon " 
complement (54230 . .54255) 

/note="exon predicted by xgrail, quality marginal" 
54297. .54352 
/rpt_family=" (GAA}n" 

complement (join (<54518. . 55143, 55234 . . 55456, 

55563. .55620,55718. .557 88,55988. .56062,56160. .56606, 

57088. .5717 6,57259. .57318,57413. .57486,57616. .58374, 

5853 8. .58720,59316. .59611,60133. .60385,60462. .>60859) ) 

/gene="F27F23.19" 

complement (<54518 . .>60859) 

/gene="F27F23 . 19" 

complement (join (54518. .55143,55234. .55456,55563. .5562 0, 
55718. .557 88,55988. .56062,56160. . 56606 , 57088 . .57176, 
57259. .57318,57413. .57486,57616. .58374,58538. .58720, 
59316. .59611,60133. .603 85,60462. .60859) ) 
/gene="F27F23 .19" 
/note="unknown protein" 
/codon_start=l 
/protein_id= " AAC16469 . 1 " 
/db_xref="GI :3135269" 

/translation="MSAPGKFDYSSGGLDRPLYRSNFAAQMERSSSFRESMEHPVPSH 

PIMLRTTSPIAQTDVTNFFQCLRFDPKWAADHKSIRQGDFKRHVSIALGILGDESPS 

GSLKGKFIPSPIPEEIKRFKAGLRENNVKARERVKIFNEASSVFNKFFPSVPTKKRSR 

PEGFSGDRSGDRLVSGPGLGKMGIQGQTLAGGFELDQQKLDERPKSGVPNKRTRTSMM 

DVRNNCIVRQSAAVDKDKEIMRVGNHNAVQGEDRTSTGIDGWETSKMKKKRSSINADC 

HPNLASNKWDGYRDLKQGIQQKPTGDSRSRVNGDSNMFRQSAGNGATGYGRSDSLSH 

QTSLAGHSPLARVDSDHNSLYSEKRERSIVSDKERVNLRGVNKSNIHDEFNSSSLVSN 

TKTNASVRGPRSGSGLPPKLSPGLHNTPSPIEWDISGCTNKPPTLSGVTQRKRMTSNR 

SSSPPVTQWASQRPQKISRIARRTNLVPIVSSQDEVPYSDNISDVGCSETGFGFHKRS 

PAASPQLKLKGESSFSTAALSESEESGHPEIKSKDKGKQSDEVDGKAAQNIPRVSIPA 

LQSRKSNKPAAGEEIGDGVRRQGRTGRGFSSTRSLNPNGVNKLKNVGTAKHLRSARPI 

FDKNERKLSDRKAYKRQRATATNAPTLDFHVGSNDGREELLAAVNSAINIAQNFPNSF 

WKQMERYFGYISDDHINFLKQQGELSSMGPTPVLTSSEFDSPVFPEELATSRADSKAS 

PLYQRLLSALISEDSMGVNEDLQVDLDDDSEFSVLNNMEFNGFRNNERLELDESENDG 

SAILFKGVDKSAHHCNGKFPDNSPIDFVDIQYDKLGIDEKIYLEAQSLGISIDLMPSI 

SNVEDEGIADEIKKLEEAICNEGSKKKEIVDRLLKPAIEMKELQEKELDQLGYEKLIE 

MAYEKSKASRRHHNAGGKNSNNKISKQAALAFVRRTLERCHQFEKTGKSCFSEPEIKD 

MFIAGLATAEDTLMDKEYNTSTSTPMGSQPSSSLALIGQNSENYAKSSDVLPSENALL 

EQTTGKEDTAWSNRVKKRELLLDDVGIGTQLSSNTKGKRSDRDRDGKGQASSRGGTNK 

IGRPSLSNAKGERKTKAKPKQKTTQISPSVRVPEQPKPSLPKPNEANSEYNNLEALEE 

TEPILDLSQLQIPDGLGDFDAQPGDINSWFNMDDEEDFDMTELGIPTDDISELNIKL " 

61108.. 61213 

/note="exon predicted by xgrail, quality 
marginal_shadowexon " 
complement (62172 . . 62289) 

/note="exon predicted by xgrail, quality excellent" 

62692 . .62765 

/ r p t _ f am i 1 y = " AT_r i c h " 

complement (63242 . . 63319) 

/rpt_family= " POLY_A" 

63477 . .63530 

/rpt_family=" (GAA)n" 

complement (63577 . .63664) 

/note="exon predicted by xgrail, quality marginal" 
complement (63905 . . 63963) 

/note="exon predicted by xgrail, quality good" 
complement (join(<64017. . 64084 , 64176 . .64260, 
642 65. .64408,64479. .64592,64677. .64814,64993. .65077, 
65273 . .65352, 65478. .65721,65801. .66042,66131. .66214, 
66302 . . 6647 6, 66685. .>66863) ) 
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/gend^p27F23 .20" 
complement (<64017 . .>66863) 
/gene="F27F23 .20" 

complement (join (64017 . .64084,64176. .64260,64265. .64408, 
64479. .64592,64677. .64814,64993. .65077,65273. .65352, 
65478. .65721, 65801. .66042,66131. .66214,66302. .66476, 
66685. .66863) ) 
/gene="F27F23 .20" 
/codon_start=l 

/product= "putative protein kinase" 
/protein id= " AAC16470 . 1 " 
/db_xref = " GI : 3 13 52 7 0 " 

/translation="MENQEEDEVVLAKVTSEVEDNFEDEGLVSNSTLEKVAAAKKYIE 

NHYNRRMRHIQQRKERRWVLEQKIASLDVSEKEQLELLEDLQRKETEYTRLMRNRLCV 

DDFDLLSIIGRGAFGEVRLCREKKTGNIYAMKKLKKSEMLSRGQVEHVRAERNLLAEV 

ASDCIVKLYYSFQDPEYLYLIMEYLSGGDVMTLLMREETLTETVARFYIAQSVLAIES 

IHKHNYVHRDIKPDNLLLDKYGHMKLSDFGLCKPLDCRNISAMNVNEPLNDENINESI 

DGDENCSIGRRGRRWKSPLEQLQHWQINRRKLAYSTVGTPDYIAPEVLLKKGYGVECD 

WWSLGAIMYEMLVGYPPFYSDDPVTTCRKIVSWRTHLVFPEGARLTPEARDLICRLLC 

DSEHRLGSHGAGAEQIKAHTWFKDVEWEKLYEMDAAFKPWNGELDTQNFMKFDEVEC 

PKPARTGSGPSWKVLQFSGKSYIIISLIRGVLLCTYRSTGPLFLLVSITPQNINFVGY 

TYRNFDAVRGSRHSLDIKGSVSPPRSSTDSTRSKSCY" 

complement (67208 . . 67305) 

/ rpt_f ami ly= " AT_r i ch " 

67324. .67389 

/rpt_f axnily= " AT_rich" 

complement (67482 . .67 596) 

/rpt_family=" (TAA)n" 

67691.. 67736 

/rpt_f amily= " AT_rich" 

68012. .68070 

/note="exon predicted by xgrail, quality 
marginal_shadowexon " 
complement (68027 . . 68095) 

/note="exon predicted by xgrail, quality marginal" 
68102. .68180 

/note="exon predicted by xgrail, quality 
marginal_shadowexon " 

complement ( join (<6 9283 . . 69483 , 69580 . .70329, 

70417. .70845,71074. .71175,71265. .71539,71929. .72042, 

72214. .723 52,72 624. .72796,73172. .>73394) ) 

/gene="F27F23 .21" 

complement (<69283 . .>73394) 

/gene="F27F23 .21" 

complement (join (69283. .69483,69580. .70329,70417. .70845, 
71074. .71175,71265. .71539,71929. .72042,72214. .72352, 
72 624. .72796,73172 . .73394) ) 
/gene="F27F23 ,21" 
/codon_start=l 

/product= "putative receptor- like protein kinase" 
/protein_id= " AAC16471 .1 " 
/ db_xr e f="GI:3135271" 

/ 1 r an s 1 a t i on = " MWMLTQEMSGGGGPKAEEGQLFVAVAVKGL I GDKLGGAG SRRA 
WWAVDNLLPKADKFVMIHVIPTITSIPTPNILILMFTRMWVVTAGDRLPVEEVEESV 
VEMYVRDVKKEYETVFVPFLKMCKSTRSTKRYFRSRRTKGTGVPLTVLRYAPETCEVY 
IVCKDRITTKSMDPLINREPCTSPHAAATAHDFLRDWAASFHTLRSPTLPDPRQSTEA 
GTRRSASARELRFEALSLTCNKPKTPQSSKASSATTPEIFRRRRGSDIPQLNYSDFDK 
TCTKPQSNVENIVSEHRDSDRSPPETSRKSKKVEIEEEVERLKNELQSTVFKYKQACE 
ELFSTQNKVKMLSTEYLNESKRVNNAVEKEELQRNTAALEKERYMKAVKEVETAKALL 
AREFCQRQIAEVNALRTYLEKKKVIDQLLGTDHRYRKYTIEEIVTATEGFSPEKVIGE 
GGYGKVYQCSLDSTPAAVKWRLDTPEKKQEFLKEVEVLSQLRHPHWLLLGACPENG 
CLVYEYLENGSLEEYIFHRKNKPPLPWFIRFRVIFEVACGLAFLHSSKPEPIVHRDLK 
PGNILLNRNYVSKIADVGLAKLVTDVAPDNVTMYRNSVLAGTLHYIDPEYHRTGTIRP 
KSDL YAFGI I ILQLLTARNPSGI VPAVENAVKKGTLTEMLDKSVTDWPLAETEELARI 
GLKCAEFRCRDRPDLKSEVIPVLKRLVETANSKVKKEGSNLRAPSHYFCPILREIMEE 
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misc feature 
repeat region 
misc feature 
mRNA 
gene 

CDS 



repeat region 
repeat region 
misc feature 
misc feature 
repeat region 
misc feature 
mRNA 

gene 
CDS 



mRNA 

gene 
CDS 



[Aij|||pl?' 



yerkailawlekhnispvtrqkldhfkl' 



TLRSAIRDWKSRVRFSN 



quality good" 
77961. .>78265) 



PEI/ 
VW" 

complement {73456 . .73551) 

/note="exon predicted by xgrail, quality marginal" 
complement {74877 . .74911) 
/rpt_f amily= " AT_rich" 
complement {74913 . .75047) 
/note="exon predicted by xgrail^ 
join(<76083. .76101,76604. .76714, 
/gene="F27F23 .22" 
<76083. .>78265 
/gene="F27F23 .22" 
/note= "predicted by genscan" 

join (76083. .76101,76604. .76714,77961. .782 65) 

/gene="F27F23 .22" 

/note= "hypothetical protein" 

/codon_start=l 

/protein id= " AACi6472 . 1 " 

/db_xref = "GI : 313 5272 " 

/translation="MHEKVPKKTYDSELYNGYLAiyNGYGDLRYFTVKIENDICVSLV 

wntgmtkksrgkkririnvyrpkiapaknkkpkptkeqlmdpefsdedvltslgfddg 
GYI I plpkkslmlinlpdsfrdelqtmhvsfylrevgklmfg " 

76160. .76241 
/ rp t_f ami ly = " POLY_A " 
76796. .76890 
/rpt_family=" {TA)n" 
78369. .78552 
/note="exon predicted 
.78682 

'exon predicted 
,79400 
/rpt_f amily= " AT_rich" 
79477 . .79542 

/note="exon predicted by 
join(<79599. .79924, 80012 



78621. 
/note= 
79267. 



by xgrail, 
by xgrail. 



quality excellent" 
quality marginal" 



xgrail, quality marginal" 
.80088,80170. .80215, 



80343. , 
81120. . 
/gene= ' 
<79599. 



.80403,80492. .80545,8063 6. .80716,80808. .80847, 
.8122 0,81393. .81503,82033. .>82122) 
'F27F23 .23" 
, .>82122 
/gene="F27F23 .23" 

/note= "predicted by genscan and genefinder" 

join (79599. .79924,80012. .80088,80170, .80215,80343. .80403, 

80492. .80545,8063 6. .80716,80808. .80847,8112 0. .81220, 

81393. .81503,82 033. .82122) 

/gene="F27F23 .23" 

/note= "hypothetical protein" 

/codon_start=l 

/protein_id= " AAC16473 . 1 " 

/db_xref ="GI : 313 5273" 

/translation="MYGDATNWNEDEYRESILKEREIETRTVFRTAWAPPARISNPDA 

fwassdgtlafhslnslvsqsasfgyskgqdvmvaeperwrahegpaydvkfyged 
edalllscgddgrvrgwkwrefaesdvslhlkenhlkpllelinpqhkgpwgalspmp 
einamsvdpqsgsvftaagdscaycwdvesgkikmtfkghsdylhtwsrssasqilt 
gsedgtariwdcktgkcvkvigsqdkksrlrvssmaldgseswlvcgqgknlalwnlp 
asecvqtipipahvqdvmfdekqwavggyggivdvisqfgshlctfrsssl" 

complement (join {<82 546. . 83159 , 83227 . .83726, 
83782 . .>84188) ) 
/gene="F27F23 .24" 
complement (<82546 . .>84188) 
/gene="F27F23 .24" 

complement (join (82546. .83159,83227. .8372 6,83782. .84188) ) 
/gene="F27F23 .24" 
/ codon_s tar t = 1 

/product= "putative beta-1 , 3-endoglucanase" 
/protein_id= " AAC16474 . 1 " 
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/db_ ="GI:3135274" 

/ 1 ran s 1 a t i on = " MNLL AF WGFGIMG I VMVDGLGVNWGTMATHKLP PKK WQMLKD 

NNINKVKLFDADETTMSALSGSGLEVMVAIPNDQLKVMGSYDRAKDWVHKNVTRYNFN 

GGVNITLVSFSLCLLYIGSNVFGCEINSLKMLIWFVAVGNEPFLKSYNGSFINLTFPA 

LQNIQNALNEAGLGSSVKATVPLNADVYDSPSSNPVPSAGRFRPDIIGQMTQIVDFLG 

NNSAPITINIYPFLSLYGNDDFPLNYAFFDGAKPVDDNGIAYTNVFDANFDTLVSALK 

AVGHGDMPIIVGEVGWPTEGDKHANSGSAYRFYNGLLPRLGENRGTPLRPTYIEVYLF 

GLLDED AK S I A PGEFERH WG I FK FDGQ PKF P I DL SGQGQNKLL I GAENVT YQ PKKWCM 

FNTEAKDLTKLAANIDYACTFSDCTALGYGSSCNTLDANGNASYAFNMYFQVKNQDED 

ACIFQGLATITTKNISQGQCNFPIQIVASTASSFSSSLVLLIAGVWFLLSGVMFEV" 
repeat region 84808.. 84861 

/ rp t_f ami ly = " AT_r ich " 
misc feature complement { 85030 . .85111) 

/note="exon predicted by xgrail, quality marginal" 
repeat region complement ( 85190 . . 85307) 

/rpt_family=" {TAAA)n" 
repeat region complement ( 85255 .. 85367 ) 

/rpt_f amily=" {TAAAA)n" 
repeat region 85555.. 85792 

/ rp t_f ami ly= " AT_r ich " 
misc feature 86061.. 86546 

/note="similar to chloroplast DNA (GB | X14564 : 1 . . 491) . " 

/db_xref ="GI : 16192 " 
misc feature 86680. .87332 

/note="similar to chloroplast DNA (GB | X14564 : 492 .. 1159 ). " 

/db_xref="GI: 16192" 
repeat region 87242.. 87300 

/ rp t_.f ami ly = " AT_r i ch " 
misc feature 88170.. 88251 

/note="exon predicted by xgrail, quality marginal" 
repeat region 88610.. 88635 

/rpt_f amily=" {TA)n" 
misc feature 88998.. 89087 

/note="exon predicted by xgrail, quality good" 
repeat region 89470.. 89519 

/rpt_family=" (TA)n" 
repeat region 90382.. 90515 

/rpt_family=" (TAAAA)n" 
misc feature complement ( 90656 .. 907 55 ) 

/note="exon predicted by xgrail, quality good_shadowexon" 
mRNA <90818. .>91213 

/gene="F27F23.25" 
gene <90818 . . >91213 

/gene="F27F23 .25" 
/note= "predicted by genefinder" 
CDS 90818.. 91213 

/gene="F27F23 .25" 

/note= "hypothetical protein" 

/codon_start=l 

/protein_id= " AAC16475.1 " 

/db_xref="GI: 3135275" 

/ translation= "MAILDSAGVTTVTENGGGEFVDLDRLRRRKSRSDSSNGLLLSGS 

DNNSPSDDVGAPADVRDRIDSWNDDAQGTANLAGDNNGGGDNNGGGRGGGEGRGNAD 

ATFT YRPS VPAHRRARE S PLS SDAI FKQV " 
misc feature complement { 91304 . .91334) 

/note="exon predicted by xgrail, quality 

marginal_shadowexon " 
misc feature complement ( 91439 .. 91531 ) 

/note="exon predicted by xgrail, quality 

excel 1 en t_shadowexon" 
misc feature 91640.. 91745 

/note="exon predicted by xgrail, quality excellent" 
misc feature 91804.. 91880 

/note="exon predicted by xgrail, quality marginal" 
mRNA join(<91954. .92085,92166. .92243,92322. .92423, 



of39 



07/02/2001 10:52 AM 



rBI Sequence Viewer 



http://ww.ncbi.nlm.nih.gov:80/entre2/qu...ucIeotide&Iist_uids=3135250&dopt=Gen 



gene 
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quality marginal" 
quality 



repeat region 

misc feature 

misc feature 

BASE COUNT 31996 < 
ORIGIN 

1 gaattcaaag 
61 atagctggat 
121 ctctccttta 
181 gcacaagcca 
241 agctttggat 
301 gttatgtgta 
3 61 acctctaaaa 



9252^^2660,92805. .92 886,92991. .930] 096. .93158, 
93242^>93322) 
/gene="F27F23 .26" 
<91954. .>93322 
/gene="F27F23 .26" 

join (91954. .92085,92166. .92243,92322. .92423,92 524. .92660, 
92805. .92 886,92991. .93011,93096, .93158,93242. .93322) 
/gene="F27F23 . 26" 
/codon_start=l 

/product^ "putative acyl-CoA: cholesterol acyltransf erase" 
/protein_id= " AAC16476. 1 " 
/db_xref="GI: 3135276" 

/translation="MDRCDSAFLSGVTLMLLTCIVWLKLVSYAHTSYDIRSLANAADK 

ANPEVSYYVSLKSLAYFMVAPTLCYQPSYPRSACIRKGWVARQFAKLVIFTGFMGFII 

EQYINPIVRNSKHPLKGDLLYAIERVLKLSVPNLYVWLCMFYCFFHLWLNILAELLCF 

GDREFYKDWWNAiCSVGDYWRMWNMPVHKWMVRHI YFPCLRSKI PKTLAI 1 1 AFLVSAV 

FHEVYILSTLPCL" 

93733. .93844 

/note="exon predicted by xgrail, 
complement (93859 . .93871) 
/note="exon predicted by xgrail, 
marginal_shadowexon " 
complement (94214 . . 94257) 

/note="exon predicted by xgrail, quality 

excel lent_shadowexon" 

complement (94257 . . 94292) 

/rpt_family=" (TAAA)n" 

complement (947 57 . . 94777) 

/ rp t _f ami 1 y = " AT_r i ch " 

complement (94970. .95029) 

/note="exon predicted by xgrail, quality 

marginal_shadowexon " 

complement (95091 . . 95186) 

/rpt_f amily="AT_rich" 

complement (95633 . . 95658) 

/ rp t _f ami 1 y = " AT_r i ch " 

<95963. .>96313 

/gene="F27F23 .27" 

<95963 . .>96313 

/gene="F27F23 .27" 

/note= "predicted by genefinder" 

95963.. 96313 

/gene="F27F23 .27" 

/note= "hypothetical protein" 

/ codon_s tart = 1 

/protein_id= " AAC16477 .1 " 

/db_xref="GI: 3135277" 

/translation="MEDYRSRSYGDGRTSDLQQYSAHRRSDGPDSFSGNGMQDLRSYS 

TSYTDYPTRIPEDQNPKKGRSSSSSSWGFVDPDLQRKKRWSYRAYTVEGKLKGSFRK 

SFKWIKDKCNKLLN" 

complement (96385 . .96415) 

/rpt_family=" (CA)n" 

97033 . .97109 

/note="exon predicted by xgrail, 
97480. .97494 

/note="exon predicted by xgrail, 
I 17220 c 17087 g 31192 t 



quality excellent' 
quality good" 



atcatttaat 
ccgtgacact 
gctcagccac 
ttgctacttc 
ccacaatgcc 
tgttctctgc 
gaaccacccc 



ttaccttgct 
actggcgcca 
tacatgactc 
agtgatcttc 
tctgatatct 
tgttgttctt 
gaagctgtaa 



tgaggaaaca 
gaaccaccac 
atcgtcggtc 
catgccgaac 
cctgtcgaca 
gaacgtgcaa 
atatcactct 



ttcccgaatc 
cggctcttgc 
tattcttaga 
cagcatcaaa 
gcattaagtc 
tcaccggttg 
tctcgcttaa 



aaaattcgtc 
tctgcttaca 
actagaagat 
cctctctcct 
gacccggtca 
gcctgagaca 
tttttgcgtc 
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421 aaatggtacc ttca tt aaaacaatgc cttagaaact gtaaHP:tt ataccaaatg 
481 acaatggaag aagcttttta cttactcggg atcgagataa ccgatggttc cagcaacagc 
541 ggttgtatcc tggttattac cgtctagtgc gacacttcta gataatccaa agtcagcaat 
601 cttggcctgg agcttctcgt tgattagaat attagccggc ttcacatctc tttgtacaat 
661 gggaggcttg cagccattgt gaagatactc aagccctgag attcaaacaa acaacagagt 
721 tttatttcat tgattttttc acctacctct ttgtgtattc gttaccaacc ttgtgccgcg 
781 tctagtgata tttgtaacct ctcttcccag ctcaagacat aagatttttc cccttgattt 
841 tgaaagaaac cagaaggtaa gtttagtttc ctcttgcaac agcagcaaaa gaccaatgat 
901 gaaaactaac taccagagag actgacctga caagtaatct cctaaggttc cattagccat 
961 aaactcatag ataagcgcca tcttcttgcc ttcgtggcag tatccgataa gagcggttag 
1021 gttcttgtga tggactctca ggagaagttc aacctgatga taacaagtga atgcataatt 
1081 gattactcca taattcagtt attaaagact gatgtataag agacttacct ctgctctgaa 
1141 ctctttgtaa ccttgagctg atgattcaga cagaatcttg acagcgactt ggtcatcatt 
1201 taagacacca tgatatactt ttccaaaacc tccttgtcca agaactctct caaagttgtt 
1261 tgtaactttc acaacttccg agtatttgta gtatcgctta gttgtatcca atggcccagc 
1321 cctgacacca ccagagccgc ctgtaaagat ttcaagagaa tttgtcttac aagtaatcct 
1381 agaaatcaaa gaacaagcaa tgtaggatcg tttcttgatg tttttacctc ttctgtgtcg 
1441 cttcttgtac aacaaaaaca aagctatagc tagtacaaga cctagcactc ccacgacaga 
1501 tgctactaat ggaatgatgt atacattctt ttttgtcttc tcatccgaaa tttgacatga 
1561 agcagacacg cagaggtccg gattcccatc aattcttaag atcaatttgc agagacatta 
1621 agaaaccatg aaccagatag gccaaaactt attaacatga agcaaacatc tgaattgtgt 
1681 ttaaaagcca atactaatca tgaaccaacc ttagcaaaat cagttttttg tttgatctct 
1741 ccaatagttt aaccggaata gcacccgata acttgtttcc ttccaagttt ctgcagacat 
1801 atatttgata tcaatataaa ttctaagtta tagagaagtc aatgtctatg taatctacat 
1861 tttcaattta gtaagactta caactctgtc aaattatgta gattaccgag gaaatcaggt 
1921 atttttcctg ttaaactgtt gtttgataag tctctgtaat ggaattttgg ttgcatcagt 
1981 taagaattcc acaaatttgt atacaaaaga attccatatc aaatcgaaaa tacgaacaat 
2041 atatgtaaca atgtaaggtt tgagaacgct gcatcaatct ctccagtcaa gccactcgag 
2101 gataaatttc tgaagatcaa caaactcttg tgagaaaaag acatacagat caaagacata 
2161 tacaagcatt tgaagaggag cttacacaga aataattctg ggagactcat tatcgacata 
2221 gctgcagtta atatccttcc aagggtattt tactggagca caagggtccc caagccagct 
2281 cttcttcact ccatacttgg acttgattct cataattgca tcaactagaa tttataccat 
2341 aaatggataa gtatttgaat aaattacgaa aagggttaag tattgtatta gaaatgaaag 
2401 tgtaccatct tgttgatcag taggtgactg tagaaactcg ttgacacgat atgtttcaat 
2461 ggcgttaatg atgggtggaa gggtagatct aggagtttgt tgaagacgaa actcgagttt 
2521 tggtccgctc acggggttct gaacaaaaag cgtgtctgta tacaagtatc gcgggctaaa 
2581 ggagctcatg ttgatttcct tttcgtttaa taacacctta aattctcttg tctcattact 
2641 tggcagctcc acaacttctg caaagtgcat atacacaaaa tacttccaag taggatcctt 
2701 tggttcccaa gaaaagatta tgtcttggct taaatcctca ggtgaagttg cagtgttcat 
2761 aacaaagcga gcgggttgga atccctcgtt gttattcgaa tctattgtga gcgatgcatt 
2821 gaagatggta tactttggaa accttagagg tatccatatc cggtcaaaaa catcatcttt 
2881 gtacctacat tattaccaac tttataagaa gaaatactaa aaaagaactc atcatcaaat 
2941 aaaaagtagt tttcactttc acctgacggg aagagcaccg agtcccccaa gatcccatct 
3001 tttaaacaga ataagtgaat cataaggagt ctcgtatgta ttactcttca ggagcctgat 
3061 ttctaacgca gacaggaacg gagttcctct gtttttatca acaagacaca catgaacatg 
3121 gtctgagcga agagtgtgga tgatctcttt ggtaactatc gtagttgcgt tatctattgt 
3181 aacagaatcc caaatattga acccaagata aagatcgaag tccggtgctt tccctagatt 
3241 atcgtagtta ccatacatga aacgggttct tatcaaatac ttgaagcctt ttccctgcgg 
3301 aggcttcaca tcgtaacagt ttctgttgcc ttcagggaag ctcctaacgt tttgaaactg 
3361 cttctcaaga gaacttgttt gaaactcagg atctatgcta tgaattgtcc cagactcaac 
3421 aaacgcagca tctgaaacat actttatgtc tgttgtttca tcattatagc ttgaatcctc 
3481 aggtatacca caatctatac tgacaaaacc tgcaaataaa aacacacaca cacacatacc 
3541 gagagattaa agcttaaaaa acacagccat attatgaaaa tttgcaagac tttgtgttta 
3601 cctgattggt cttgagcacg aacaagaaga acaaaaacag cgaagaagca tgcaaatata 
3 661 atcagcgaga gaaagttgta atgcaccatt actgaaaaaa aagctcttga tctcataaaa 
3721 atttcaatac cagcctcttc tacaatgttt aagcaaaact tatttctttc tccaatactt 
3781 ttgactctaa agattatata atatagccat gttggctgat ggtgaagcac tatctcttgt 
3 841 aatcaaatac ttaaaaaaca aatctcaagt caaaagggca agttgatata tgctaagagt 
3 901 gtccttgtgt tcgtacacaa ggacgacttc gggtggtctt ttgttagttg acaaatcttc 
3 961 aagtgggcta attgtttaaa gccaaagaac tagttctcat gattagctga caatgaaagt 
4021 ttcaaacttg agtttgtgga taacataaag aaacttcaag tgacaataaa caaagtacaa 
4081 aaatcaatct cccaaacatg gcaacatgaa tcaggtggaa caatagcagt agctgaaaaa 
4141 ttcttgagac tatttgaaat tgtagcactc taataaacaa agagacacat gaattggaat 
4201 tcaaacatca cataaagact tgcaagacaa gcatcaaaat ggacaaggat catttacctt 
4261 aaaaagttgg atctttttga aaatttagac ttttagtcca gcatttgatg gagctgctga 
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tacaacatca taga^p|ac attttcgtac aaacccattt atc^^^tag caagtcaaag 
gaactgagac caaattcgaa acaataatct aatcagaaat tttataatca acggaattcg 
atgttgcaaa gtgatttaca cggcacggac gaccagctaa agggattgga taaaagtcta 
cattaataaa tttaggtcca tgaataagac gtttaaaaag atgaagggta tattgagaaa 
taacccaaaa ttactaaagc agtaatgcgg cacaagcatg gtgacgtggc gttacttttt 
taggcaaaaa aagttcaaaa agaagataaa atgaaggttg ttgtatttca tcactaccta 
aatcataatt catttagaag ttgaaggtta cttgttgctc aagaaaactc agaatctgta 
atacttacat tgaacttgaa gcgagaaatg ttcgcctcag tcagatatag cagagagata 
tagatgcaca aaacgaataa ttttataaca agaactagac attctctctc aaatcataat 
aacctaatat ctcacattgt tgagttctag gttactctcc agtatattaa gtattacaca 
tacacataat agagagtttg gcataatagt taagatcaag aaagaaagaa aagagttttg 
cacaatactc ataaacatga acgaaaaata acaaaacata aaataaaaat aaactttttt 
tttttttgaa aagatgaatt taagggtttg atagaagctt tagcagccaa gccatcctca 
aacttgattt ctgcaacatc aagaagagat atctgtagtc tttggtctta aacaaatcca 
aggcaaacat gtatagatca ccgcctttct caacctcttc tatggcatcc aaacactcca 
cgcattcctc aaaggtaaac ttctccttct tcttgaccga tgcattcact ggaatcttct 
ccatcatctc gggagttaca gtttcagcaa catcctctga gtctgaccta atcagtgaag 
taggctccac attgccatcc tccgctctat cgtcacttcc tttgactggc tcgtttgtgt 
tgactactac tgatgatgga gttggttgat gatcatgtag ctgtggtgat tctgaatgat 
gatcgatcac tctcttgcga taacggcggg ttttggtttt tccaggttcg atacgtcctt 
tgaagatggt tgccagttta tcagcatgag gaatatgtct ccttttgaag actcgagctc 
ttttatttat ctataaatcg acaaaaaaat aataatataa ttacaaattg atatctaaga 
aatctaaata aagtttttct ttaccatcaa gtatttatcc cagtcctctt cggttgcacc 
aaacttgcga gtattggcat cccacttcat gatgggagag gcaatagttt cacaccagtg 
cttccaagat gtcctggtac gtgtgaagtg gttttcgagc tgcttatgtg tgtatcctag 
tcctgtgatc cgattgattt tctcaagaat cattttccaa ctttcctttg taaaaagatg 
gttacgtttg attggtctga ttccttttaa agactcttgg aaacacgtgt ccacaacaat 
cgcatgtgag gatggtgacc acttataatg acgacgagtc gcgatatcag acgcgcttag 
cctaggtaca tatccagtaa cattttcttc atcacgatgc tcacatattt gcttcatttt 
gctacctgaa gaagtacctt caccatctaa gttcatacct gcaaagataa 
ctcgaggaac aaggggggat tacaccgata ctgcccagcc tcaggattca 
ttccaatcaa gctcttttta ttacatatta gccttcataa acaatcaaaa 
aaaaacgttg ttaatttgta cctctaaata gttggcccat tcttgatcag 
cgtgtttgtc aaggaatccc atttgatatc tttgcattga acaagtctac 
ccactgcttg atcattgtat cccaatgatt tataagctgg tctatggtga accgcacacc 
catttcttga aaagcttcca atatatgttg catttcaggt tgattcccca acatcttttg 
ctcgacgcat aagtccacaa atacttcgtc gtgttcaggt tcccatgcgg 
cataattctt tactatatgc atagttagat aaataaagac aacaacaaca 
attaacaata tcattattaa aggctttgac cggtaattcc gttaaaattg 
acaaaacaaa ataaagcaaa tcatgatata attggttaga acccggaaga 
ttttgtcatt ccaaatagtt ttatacagaa accaagtcta tatacaatat 
atgtatggga attttttaca tcatggctga atctagaact aaccttaaga 
ccaaaatttt acatcatggc taaatttttt ggcatttgca ctgcttgaga 
ttgtgttttt ttctgagatt ataggtgtct aagggcccta tttataccgg 
ttctctttta ggaaactttt taattggcat tgactgattt taatttgttg caaaataaaa 
attgactaat cttcatttat actaaatgat attgtgattg aagggttaat tgaaaagata 
gtcaaattat agagttcaat taagttaatt accataaaat tacccccgag attactattt 
tttttttggt tttaataaga taataagttt gcgtgcgaaa tttgaaaaaa aaataacaac 
acattgtttg tttataatac acattattta attaatttaa ctgccatttt ttattacacg 
aaatttgaaa aatacatgtt atttgtttat atgttatgtt gtttaattag 
atgagttttt aaatttgtta tgtagatatt gcatgttcct atattttatt 
taacagaatc ttccttatat gatgtgtaga aagacaaggt 
aaccgatctt atgcaaacga gaatgagaac atagttggtc 
agtgaaggag attcagatta ttgtttttgg attcataact 

catcattatt cccttttaac 
caatgtacaa aaatatttaa 
atttagacct aaccacacct 
taaaacaata tacatttcaa atgtatttac 
acctcacatc tctgacaaca gattactgag 
agtgacttgt cccttttcga 



tctctagttt 
cctatgacaa 
tcaacacaca 
tggcaccaaa 
accaaatctt 



ctttggacgt 
aaaaaagtaa 
tgggaaatat 
tagcgaaaga 
acattcaaat 
cttatcaatt 

tatgagtgga 



tgctataaca 
agatgcagag 
ggtggggaat 
cctggcttcc 
aaacaagtat 
tcaatttctt 
cagaaagttt 
agagctgact 
tttccgaagc 
tttagcaaag 
ctcaactgcc 
agaagaattg 
gcaagaaact 



acaacatata ttaaacgagt 
ttggcttcat ctcaataaat 
tcatgagttt tcctctacac 
tattctttat ccttttactc 
caaacaaatg agagaacaca 
tccttaagtg ctgttgtagc 
ttccctatca atcctgcctg aaccagacta ggttcttgtt 
tgaatataaa atagactaaa atcatcagaa catttgagct 
tcatggaaat ggctaaatat ctttgttaca ataatcctat 
aacatactca tacttgttac cttcagaacc atacgaaaaa 



attagttatt 
cagaagctat 
agggaagtaa 
ctgaagcagt 
tccactattt 
acaagaacta 
gaaattgagg 
cgattgaaaa 



tcaaattggt 
ggaaaaccaa 
tgtaaggcgg 
accactagag 
tacttctacc 



agtttgatga atatgagaac tgagaagtta cctgaatgtg ttagagcatg gactggccaa 
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8281 cttgggggtg ggactcagaa tggcaaccga tttggttctt tttaatttca acatcactgg 
8341 tctttgtggc atcagaagct tttctatctg aagtctcctc acttgacaaa gtgtgtttaa 
8401 gcttccggaa ccactggact attccatgta aaaggttgtg ctccttagta atgcccacag 
8461 atttatctgt agagttgact gcatcaggct gagttactgg atactcattt ctcgtatggg 
8521 gagatacaga aagaggtgaa tttacacttg tttgttgacc tttatcgttt tctgaaccgg 
8581 tacatcaatc taaatcattt ccactgtaat ttgacctatg taacatactg aacccgccag 
8641 attttaattt tgtacgtttt ctctaaaggt ttttgcatgg aagctttatg atctcaggct 
8701 tgtccttgct tcttatatga aagctatatc aaagttagtt ttctatataa actagcttta 
8761 ctttacagta taaccatgct ttactttacc atatgtactc tctttgtgac catcttcttc 
8821 cttatatcta ccttactaag ccagtcccat actcacaggt tatgtattaa tgtttttatc 
8881 agaacaatag agctcaattg aagggtatca gaacaatatt ttttcttctt gtccattaaa 
8941 gaatgtttgt atatatgtag ctcaagaatt aaagtgtcga tcagaaagta aacaatgtat 
9001 aaaagaactt accgttacta agatttaagg caaaaaaaaa aacaattcaa ttatacccaa 
9061 cctttcttct cttcttaatc acaaatcatt tttatttcat agctcacata attttccaaa 
9121 tgcttttaaa ctgagatgca ttacctcggt tgaggaagca cccccgggtc aacagtcatg 
9181 gacacgttca tctccgtcgg ctcgctaaaa gaaatatctc cagaatcacc actggttctt 
9241 gctctgcata gactctcttt tagctcagcc acaacctgac tcatcgtgag tcttgtctta 
93 01 gtactttcag acgcacaagc caatgctact tcagtgatct tccaggccaa gccagcgttg 
9361 aacctctctc ctagcttcgg atccacaatg cttttgatat ctcctttaga cagcatcaag 
9421 ctaactcggt cgcttatatg tctgttctct tcagtccttg aacgtgaaat taccggttgg 
9481 cccgtgatta cctccaggag taccacccca aagctataaa catcactctt ctcgctgaat 
9541 tgctgcatcg agtagtgcct tcatttcaaa taaccataga gtagagaaac aaatgaatat 
9601 agacaacaac aaaaatagct gagatttgag gttcgaagag aaaagcttta ctcagggtca 
9661 agatagccaa tagttccagc gacttcagtt gaaacctgac tgtcaccttc cagtgtgaag 
9721 cttctagata aaccgaagtc agcgatcttg gcctggagct tttcgttgat tagaatgttc 
9781 gtaggtttca catctctgtg aactatagga ggtttgcatc cattgtggag atactctagc 
9841 cctgtttttt tcaagcaaac caaagtttta ttgattttct cattctattt ttatatgtaa 
9901 ttttgagata cagtaatggt gtaccttgtg ctgcatctaa tgatatctgt aacctttcct 
9961 cccagctcaa aatactcgag tttttccctt aattatagaa aacgacaatc agattaagtt 
10021 cttctgatta taacaaagac aagtgaccaa aaattgacta catgaggctg acctgacaag 
10081 tagtctccca aggtcccatt accgatatac tcgtagataa gtgccatttg atctccttcg 
10141 tggcagtatc caataagagc tattaggttc ttgtgatgaa ctctcaggag aagttcaacc 
10201 tgacaatcaa aaagtccatg tctctctcag aatagttcac ttttcatctg gactgaacct 
10261 ttaagactat atgagagtaa cctctgctcg gaattctttg tagccttgag ctgatgattt 
10321 agacaacatc ttgatagcaa cttgttcccc acgtaagaca ccatagtata cttttccgaa 
10381 gcctccttgg ccaagaactc tctcaaagtt gtttgtaatt tccactattt ctgaatactt 
10441 gtagtatcgc tttgtgtcta gtggtccggt cttgacacct gctaagagat caatgagaaa 
10501 ttattttcat caaaagtctt ggaaaaaata agcaatttta acaggtgttt tatgattcac 
10561 ccactttgtt gtctcttctt gaattgccag aaagaaatta atgcgagcaa gagaaaaaac 
10621 aatcctgtaa cagatgctac tgatggaata atgtattctt tcctctccgt ctttttgttt 
10681 cgacatgaat cagacacgca aaggtctgga ttcccgccaa ctctaatgat taaaattcag 
10741 aaacgttatg tgaagaacaa accattaata catgccaaat tgaactgttt caaatcaaca 
10801 aatgtgggat gagttcaaaa tcttatcaag aaccaacctc agagaaagcg atccatcttt 
10861 tgatctctcc aatagtttct ccgggaggat acccgttaac ttgttttctt ccaagtttct 
10921 gcagaaacat gtgtggaatc cataaatatt agtaaaagat accaacgttt ttctaatatg 
10981 aaaattcagt tgggatgact tacaactcgg ttaaatccgg taaattagca aggaaatcag 
11041 gtactgttcc tgttaatctg ttatttgata agtctctgta atgaaatgtt ttggttgtgt 
11101 tagttaggct tcaaaaactc tgtgtactat aaattgcaaa aaataaaata aaataaaaaa 
11161 ctgacagttt ctgtaatggt gtaagggtga tgaagactgg atcaatctgg ccagtcaatc 
11221 cactaaagga taggttcctg caaatcacac atttgttgct ttgaggacag aaacatatag 
11281 tactgagata tatgctattc aacaaattct tacacagaaa tgattctcgg aggattgtta 
11341 gcggtgtagc tacaattaat accctgccaa ggatagccaa atggagcaca aggatctccg 
11401 agccagttct tcttcacttt atacttggtc tttattttca taattgcatc aactacaatt 
11461 catactaaac agactaagta gagagctaag tatattaagt gaggcaagtt ctaattctga 
11521 atatgtaacc ttaccatcat tttgatcagt aggcaaatca agaaactcgt tggtacgata 
11581 tgtctcgatg gcattcatga taggaggacg cgtggactta acaccttgtc taagaacaaa 
11641 ttcgagaaat ggtccgctca cggggttttg aacgtaaagt gtatctgtat acaagtagct 
11701 aggcctaaac acactagtag tgtcgatctg ctctttgttc agaaacacag agaactccct 
11761 tgtctcatta cttggaagtt tctcaacttc agcaaagtgt atgtatatat agaatttcca 
11821 atttgggtcc cgtggttccc aataaaccat tatctgctct atgctggaat tcattggtgc 
11881 tactgcagtg ctcatgacaa cactaggggg taagaatccg ttgctgctag tcggatctat 
11941 catcagcgac gtattgagga tcaaaaagtt cggaaacatc aacggcatcc agaagcggtc 
12001 aaaaatatcg tctttgtacc tatattatta gagaaacgta aggcaaaaca gaaataatca 
12061 gagtgtataa acggttaatt aatttttaac ctggcaggaa gatctccggt tgcaccaaga 
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12121 tcccatcttc gatac^Bkt aagagaatca gaagcagtct cgta tt atttttcagg 
12181 agcctgagtt ctaag^PSga caagaatgga gttcctcttt ctttatcaac aagacacaca 
12241 tgaaccttgt ccgagcgaag agtgtagatg atctctttgg tgactatagt agttgaattc 
12301 tcaagagtaa cagaatccca gagattgaca ccaagataaa gatcgaagtc gggtgctttc 
12361 cctagattat cgtagttacc gtacatgaaa cgggttctta tcagatactt gaagcctttt 
12421 ccctgaggag gctgcacatc gtaacagttt ttcttgcctt cagggaagct cctaaccttt 
12481 tggaactgtt tctcaagatt ttttttctga aacttagaat ctatgctatg aattgtcccg 

12 541 gactcgacaa atgcagcatc tgaaatgtat tttatgtctg ttttctcatc gtaataactg 
12601 gaatcttctg gtataccaca atctatacta acaaaacctg taaagcacac gcacatgaaa 
12661 gccttttaca aagtatatat agacgtattc aatatcttta aggaactaaa tcattgtcta 
12721 aactctacct gattggtctt gagcacaaac aagaacaagg acaacaacaa agcttgcgaa 
12781 agaaactagc ggaagaaagt tgaaattccc catcagtcac aattctcaat caatttctca 
12841 tagattcaaa ctaaacctta tatatgaaaa gcttgttatt ttcagtcatt caataggcat 
12901 gttgccaaca tgtgaaccac cttccctgaa agcatatata tactataagc caaaagggta 
12961 ttttgtgatt ttataagagt ttcttcaata taatgtcaac gacttacgaa agtgtattca 
13021 caacaatttc caaaccggaa aagtggtggg gaatagtgaa ggagattcag attattgttt 

13 081 ttggattcat aacttccact atttcctggc ttccacaaca tatattaaac gagtcatcat 
13141 tattcccttt taacacaaga actaaaacaa gtatttggct tcatctcaat aaatcaatgt 
13201 acaaaaatat ttaagaaatt gaggtcaatt tctttcatga gttttcctct acacatttag 

132 61 acctaaccac acctcgattg aaaacagaaa gttttattct ttatcctttt actctaaaac 
13321 aatatacatt tcataatgta tttacagagc tgactcaaac aaatgtaaaa caatatacat 

133 81 ttcataatgt atttacagag ctgactcaaa caaatgagag aacacaacct cacatctctg 
13441 acaacagatt actgagtttc cgaagctcct taagtgctgt tgtagcagtg acttgtccct 
13501 tttcgatcaa attggtttta gctaagttcc ctatcaatcc tgccggaacc agacaaggtt 
13561 cttgttggaa aaccaactca attgcctgaa aataaaatag actaaaatca tcagaacatt 
13621 tgagcttgta aggcggtaaa gaattgtcat ggaaatggca aaatatcttt gttacaataa 
13681 tcctttacca ctggaggcaa gaaactaact tactagttac cttcaggacc atacgaaaga 
13741 tacatttacc agttcgataa cccattttac tgtctttgta cttatctttt tataaatgct 
13801 ggtaaccgct gaaacacgat gaatatgaga actgagaagt tacctcaatg tgtttgagca 
13861 tggactggcc aaggttcttc agagtcttcc tcagattctg acttgagtct ccagaagaca 
13921 aagcttgggg gtgggattca gaatagcaac ctatttggtt ctttttaatt ttaacatcat 
13981 tggtctttgt ggcatcagaa gcttttctat gagaagtctc ctcacttgac aaagtgcgtt 
14041 taagcttccg aaaccactga actattccat gtaaaagctt gtactcttta gttatgccca 
14101 cagatttatc ggtggagacg tcttcatcag actgagttac tggatactca tttctcctat 
14161 ggggagatac agaaagaggt gaatttacac ttgtttgttg atctttatcg ttttccgaac 
14221 cggtacagca atctaaatat tttccactgt aatttgaatc tatggcagga ctgattggat 
14281 cagaggagac agatgaattc tcttcactaa ttgaaactat gcttttgtcg tcttcatcgg 
14341 gaagcaaatt tgagccagca ctgctaactg aatcgttttc aattttggtt gaacatctga 
14401 caggactggt tgggtctaag gagacgaatg aactctcctc acttggtgaa cttccactta 
14461 ctatactctc ttcatctgca gaatggaatt ccataatgtt ttcctcagtt tcttgaggat 
14521 gaatgttctc cttgttcaca gtcacatgac aatcaacatt gagctgctca gacgaatctt 
14581 caagcaaact ttgtgtcact ggagatgagt ttgctttccg ttccccaatt cctaacttat 
14641 gatgtgatag atcaatcact gctcggaaaa gttttgtcac attcaaccac ctctttttct 
14701 tctgtgtagg aggagtctgt ttctccaaac aaattttatt ttcttcttcc tcggctttgt 
14761 gtagaactct ccatttcttc tcccaatagc tttcaggagc gataatcaaa ggagatctag 
14821 gtgaagtgga gcaactttta gttcttgcag gtacaaaatt gctctggtcg aaaacaccat 
14881 taattgacag agctgataac atatcagtat ccaaaaccaa agcttgtaac aacttggcct 
14941 tctgtattat cttattcagg tcaatgttct ctggaaaatt taatagtctt tgtagacagc 
15001 atgttgcatt ttcagtagaa agcaaggaag atcttaaata taatatcatt gaaacagtca 
15061 ttcccaagac taaggttccc cgaggacaat caaagatcct gaagttctga tttctactat 
15121 cctcatccgt tcttgcacta ttatctgcca aaattatctc atcccacact aacaagagat 
15181 cctgaagcaa aaattctctt ccaaacaaaa ctctcaacca acgaagacca aagtactggg 
15241 gttcaactcc aagttcaact agatgactgt gcagagatga atccacaaca gccaaaatac 
15301 gataaaatgc actacatgct tcaagaactg gagttaaccc ggtgtgggaa ccgctggctg 
153 61 gagagtaact aaagaagctc gccatggcga agcaaccatg aatcccactc attaaagcat 
15421 caaacataca gtaagcatca tgttccatga atttttcaga caagacaata ccaagttcac 
15481 tttctgtccc ataagaatca gtcaacatca ctagggactg gacttcagga tcaagctcat 
15541 ctagactatt aaaattcttt gaatgtcctt gggaaccaat cccattgtcc actgagtcca 
15601 taaacttatt gaaatcaaag gtataagtga tatctctttc catgaaagat aaactatcaa 
15661 atctatcggt aaagtaatct tcatagcttt tacgcacttc agaaagacgc atgatatcaa 
15721 catgaagtac ataaaggagg ggtgccaaaa gctcgtgcat tcctgcaaaa agatgagaaa 
15781 aagcacatga tacaaaagca attgaactct tagcagaaag tacttgttaa gagaattagc 
15841 atgtatcagc aaagctcatt tcaatagcca tttcactaat cagatagtat gtaatttctt 
15901. ctttgtgttt gccttcactt gtagttgaaa aagcaagaaa caacaagcat gagacagacc 
15961 aataaattgc agctaacagt aacaacaaag aaaggtgcca aacatgtacc ttgcctatac 
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16021 
16081 
16141 
16201 
16261 
16321 
16381 
16441 
16501 
16561 
16621 
16681 
16741 
16801 
16861 
16921 
16981 
17041 
17101 
17161 
17221 
17281 
17341 
17401 
17461 
17521 
17581 
17641 
17701 
17761 
17821 
17881 
17941 
18001 
18061 
18121 
18181 
18241 
18301 
18361 
18421 
18481 
18541 
18601 
18661 
18721 
18781 
18841 
18901 
18961 
19021 
19081 
19141 
19201 
19261 
19321 
19381 
19441 
19501 
19561 
19621 
19681 
19741 
19801 
19861 



ccatactcag 
ctcggcgttt 
gttttctcca 
taactcaaag 
catgtaacct 
actaacaatt 
agacctccaa 
cagatgagct 
gaaacaaaag 
tatcttcatg 
tacataacaa 
tgttttttta 
accaaaattc 
gattgaagaa 
attagcgaaa 
tggttcgatc 
agttaaatca 
tgttaattct 
tgcgtgagag 
taattaaatt 
gtattaatta 
tcattccagg 
ataaattatc 
tgaccatctt 
tatttttatt 
aaacaaattt 
acataaaaca 
agttgaacaa 
cgccgccggt 
caatttttcg 
cctttatcat 
ctctgtatat 
tatcactact 
gtctgatata 
gctttaggaa 
tccaagagta 
aaaaaatatt 
aagatcccgt 
ttagaatggt 
ctttgtactc 
atgttactca 
cctgaagcga 
ggcaacataa 
gaagaactgt 
aaattgtatc 
ttttaatccc 
tagaagaaac 
gccagtgttg 
atgatttgtc 
ctttcatgct 
tgcaacacta 
cgactgtctt 
caaacttata 
taggaaagac 
ggttattatg 
tatctgattg 
agatgtttgc 
aggtatccgt 
aacgtgttag 
ggttcttcat 
atggtgcaac 
ggtctctctc 
caacgaggac 
cagcaggcaa 
agatgcaagc 



laCTac 



gatg<^^^g 

gaaaa^Kca 

actcagcgtt 
tctcaagaca 
caatactcat 
taacttttaa 
ttagccaaac 
cattcaaata 
cttactcgga 
tttgagtaca 
aacattgcac 
tatgaggttt 
agaaatgttt 
gccaaagacg 
cgacgatctt 
tccgacggag 
cacagctccg 
tcatgaaact 
attccaggcg 
aaaattgaat 
ttaaaataat 
aatgttgaga 
acttaattga 
tttctctttt 
tttatttttt 
gaaatatgtc 
aattgaatat 
aaagtaaagt 
gactcaaccg 
attcagatgc 
atacactgct 
gtaatgtctg 
tttaaaaaga 
gagctactac 
cccatgcaag 
accgtgttgc 
gcctggctct 
agcagcagtt 
aaaagagaca 
tcctcttgga 
atgacaatgt 
aggaagacgg 
cttcaactag 
catacgtaca 
catgccaaga 
tttatttgtt 
tccgtttttg 
tttattgact 
ctccaattat 
cacaatatta 
ttggtaaact 
ttagatgagc 
actatgtgca 
tctccgtaga 
gtctaacatc 
ctgcgtctaa 
aaaaccataa 
gaaaaagtac 
gctataacat 
aaaatctatt 
aacatctgac 
aacaacctca 
aagactgaga 
gtgtctcttt 
gaaaaacaga 



gcaccacaac 
ccagtgttct 
acgaaagaat 
tcactaagga 
aactgcctta 
gttttcgaac 
aaacatatct 
gcagttgatg 
ttttgcgaca 
tgtggatcca 
tacacattat 
agggttttat 
accttcggcg 
gaagaactcc 
ctctactcaa 
ccatatagct 
^OT^gataaa 
acttacgatg 
cgaagagccg 
tttgtcttgt 
gttgagaaaa 
aaaaaggtat 
aataccctat 
tgcataatta 
tgggaaacag 
tcaaaaatat 
agattgttaa 
tgaaggtgac 
accacgcatg 
gaaaagactt 
caacaacagt 
tgtttcgtta 
ggaatttgac 
agatgtttaa 
ccacttttag 
cattaattta 
ttttgataat 
ggaattgcta 
aacagcaatg 
tatattcaaa 
ggattagcct 
aaatagcatt 
cttgagctgc 
cttggaaaca 
caatggagag 
tacgggagaa 
agattctcca 
aaccaagttg 
ttcgcaagac 
accaccttct 
gttatagctt 
agatttttga 
acggtattag 
agatgaaggt 
tgcttcctat 
aatgttctaa 
ggggcattgt 
ttgtttccaa 
cctcattcat 
gtcggtaatc 
attgatgagt 
ctattataag 
ttaatcaact 
ttcttccttc 
agttgaaatt 



aatagaatgc 
ggatataacc 
tgaccccatg 
acacaaacat 
aactagacaa 
tacatgtgtt 
gaccactcta 
ttgatgaaat 
aagggttgtc 
tcaaaagtct 
tgataaagaa 
gaacacactt 
agaattggct 
gagattcaca 
aaccaatgat 
taatcctctt 
taagcaaaac 
aatgatgatg 
attgatgaag 
tctttttgtt 
aaatccaaaa 
taaatatcag 
aatcagattt 
aattgaccat 
ttattttctt 
agggaatgga 
atagaggggc 
gacgaaccca 
atcggtaagt 
gatggcttct 
ttcaatatga 
tatttttcta 
gtgcgtctct 
tactcaatat 
ttgcaatcta 
aggtattgct 
tctctgttct 
aacagttgca 
aacactgtaa 
ggtgaagcta 
taagatgact 
agtggcttgg 
tcttctatag 
gggtcccctt 
cagtggacta 
atacagtgat 
taggacagta 
gtagtagtat 
tgataatgca 
cgttatgtaa 
atgattttct 
aggcgaagac 
agagacccgg 
ataagttcta 
tttctaatct 
ctgctggcat 
tttcataaaa 
ttgttatagg 
gtcgctaata 
atatcctgaa 
aagaaggtgg 
gcactctgaa 
tcgagattct 
aaccgcagat 
cgtgatagcg 



gtct^^bat 

tcgacaagtc 
tgctatctgc 
catagaaata 
ataagcttaa 
gaacaatgat 
gagacaatgt 
tagatatgct 
aatgataaaa 
tctcctgaga 
ccattgatca 
ccacaaaaag 
gctgctctgc 
cgccaacgaa 
cccgacggtt 
ttgcttctct 
tataaccaaa 
aaaatatgaa 
aagaacaagt 
aattgtaacc 
ttaattagag 
taatatatta 
ttctttgata 
ctgttaattg 
ttttccaaag 
atgtaatttt 
tcaaatgtaa 
aaccccacag 
aatttatcgc 
ggctttgcat 
tctttgaaca 
aattgacttg 
gtgtctgttt 
agttgaaaga 
ccaacctgaa 
ggagtgtatg 
ttctcttttt 
agaacactgt 
tgttccttct 
gtctccatac 
ctgagaatgg 
gaaatgctag 
gattcggcag 
aggtgaaacc 
tactatgtga 
ttgctcaaaa 
gtttacgcat 
ccaatggtat 
gtgtgctaag 
tgattccagt 
tgtttatcat 
tgaggtctaa 
aaggagaaac 
tttttcagac 
cttctgtagt 
tatgtagctg 
tttggatttt 
tatccagcat 
aacattggtt 
ttccattgtc 
gctctaagat 
aattctgggg 
gcaaacgaga 
atttttcttg 
ctgctctcat 



gccttggtat 
ttgatcaagt 
gtagaaatga 
cgttgatata 
acacatagga 
taagaattta 
atatgctttg 
atgaacaaag 
ttcggggaac 
agagcatatc 
ttaacaacca 
aggaaaattt 
gaaattcatc 
ctcctcttag 
cttgcaaagc 
atcaatttta 
cgataaacat 
ttttgtctgt 
agctaaatgc 
taaaaaatgg 
cacaaaagag 
tcactgaaaa 
attaattaat 
cctatggatt 
taaaaccaac 
catttcatga 
aaacgttaag 
cttcgtcagt 
agttctgtat 
caatttttgc 
gtttacatta 
acttcgtgtg 
ctctatatga 
gaaggaatca 
gaaggtgcta 
aatcgatgat 
aagagttttg 
aatgaggttt 
acttctgaga 
tggttctgaa 
tgattatgat 
cgatgaagat 
ccgtgtttta 
aacaatgaag 
gtacttttta 
aaaagcaaag 
aaaaaagcat 
gaagattcat 
ttgtttcacc 
ttaatttttt 
tactcagaaa 
gtaacagata 
aaccaaagag 
ttcctagtgg 
ttatataaga 
taagttcatc 
gaactaaaga 
ccacagttag 
tttcagtatt 
aggtcagcaa 
atttaaataa 
ctatagcaat 
ctgcttcact 
tttaactctt 
atttttcctg 
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19921 
19981 
20041 
20101 
20161 
20221 
20281 
20341 
20401 
20461 
20521 
20581 
20641 
20701 
20761 
20821 
20881 
20941 
21001 
21061 
21121 
21181 
21241 
21301 
21361 
21421 
21481 
21541 
21601 
21661 
21721 
21781 
21841 
21901 
21961 
22021 
22081 
22141 
22201 
22261 
22321 
22381 
22441 
22501 
22561 
22621 
22681 
22741 
22801 
22861 
22921 
22981 
23041 
23101 
23161 
23221 
23281 
23341 
23401 
23461 
23521 
23581 
23641 
23701 
23761 
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accattgcca 
ttgtctgagt 
gagtttgaag 
aggcaagtct 
ggagaaatgt 
gaataaacaa 
ctatgtatgt 
ttaacaaata 
atgcaagaaa 
attataaatt 
ttgttttgcc 
cgtcagtgga 
aagcccaaac 
tgttcttctt 
tttgtactgg 
tggattttgg 
aagtctgttt 
aagacttgaa 
gtgcatggtg 
tagaatagga 
gatatagata 
ctttagatcc 
atccaagaac 
tttgcatttt 
tgagaacagt 
gagcaacctt 
gatccaaatt 
ggttttcttg 
gatatgagca 
tacttagaga 
ggaaagttcg 
cccatttgct 
tcccgaacag 
tgatgaatca 
ggtatcggga 
tgggggaact 
ctctattgtc 
ctgtcttgtc 
aactacgata 
aaccaggaga 
agtgaaattt 
tgatcaagct 
tttaactaga 
aagaaagcag 
gagaaatgga 
atctattggt 
aggacctttt 
tgtcagttct 
tggaacaaat 
taaatctcgg 
tggtagtagc 
gatgctaatt 
gaaagacgtt 
aaagaccaag 
tgtaatagga 
aacaatgagg 
ttcggtcaac 
tggttgacat 
attggaaatt 
agtttatgtt 
ggatctcaag 
cagagaagaa 
ttgcaagttc 
ttttcatcag 
tgactggata 



ttagt< 
tttgatgagc 
cactaatgga 
tcttgtttta 
tgttatgttg 
gtctaagtct 
aatatataat 
ttgaatctgt 
ctaaaaaaag 
agattttgaa 
agtgagttag 
ggagtcggaa 
gaggattttg 
gttacgaaat 
atttggctgt 
tgtttagtct 
tgttgtgaat 
ttttagcata 
ctttaaacga 
agagaaattt 
tgtagcttga 
gaatttttgt 
atcctggatt 
atcactagtt 
atgtgtccgc 
ttgagcgcct 
agtgatcaga 
cattttgact 
ttaccattcc 
agtaatgtgc 
ttcagctctt 
gcatatgatt 
tctcaagtaa 
aaacatccaa 
aaggctctga 
gaggaacata 
tctttatata 
tatagccgga 
aggggtgatg 
agaggcaatc 
aatagttgta 
gactcttctg 
cctaagcctg 
ttagtgaaat 
gatagatctg 
gttcgggtta 
gctagacgtg 
cgagaacttt 
gacagctgct 
gaagatgatt 
agccctttca 
tgtgatgaat 
gcagagatag 
actaagggga 
attagaatag 
tatgcacttt 
tggcaaataa 
acaaaagctt 
ggccagtcag 
gccatagaat 
aaggccaaga 
gatactaatg 
cattatttgg 
acttcttacc 
tacacagggc 



acatgctttt 
ttaaagcaac 
gaagctttgt 
ctcccaagag 
cagaatcata 
tgacacatgt 
aaaaatgcca 
gaatcttctc 
agacccattt 
gttatatata 
agagagagag 
acttgagaaa 
ctcttgtgta 
tgtttgtttg 
gctttgtgag 
ccgatggttt 
ttctcagaaa 
ggaagagaaa 
ctgaaagatt 
gcttacttca 
atctaggttg 
agttttctaa 
actaacttac 
aggaatccga 
ttaatgcagt 
gataagttac 
agataactta 
ctgttccatg 
agagggacta 
tttcagatac 
ctgttgaaac 
ggacgtctct 
gctttcttaa 
aacatcaaga 
cttctcttgt 
acctaggaaa 
accctgaaga 
aaaaaaggag 
ggcttgatga 
gatcagatga 
gttttagcaa 
catgtagcca 
gagaaatcaa 
ctaatgggag 
aggtcttact 
atggctttct 
acctaagcga 
tagacgatac 
cctcattgaa 
gctattcctc 
ggcagtgtaa 
gtgaagaagc 
atgagtggct 
gaatttcaca 
gaaaaatgtt 
gatattcaac 
gtgttgttcc 
tttgatctca 
aatacatgca 
tagctggatt 
atagtaagaa 
gagttatctg 
ttcatgctct 
aattaccaat 
ccctcgttca 



cgcaacttct 
ttctagaaga 
ttacacctga 
gactcaatag 
tgtatagttt 
agctttgaac 
aatattttgt 
tactgataca 
tacacaagaa 
taaatttttc 
agcgatagag 
cttgtttaga 
tcttcgtagt 
tgtatcgctg 
gtatatgaag 
gattgtgttc 
ggtaaaattt 
tttatgtcta 
aagatttctc 
caaacgtttt 
aagggcgcat 
acttgggtgc 
tgaggattaa 
tttgtttttc 
accacaaaat 
tggagttagt 
ctgtttcttc 
ttttgctttc 
catgaagaag 
ttttttggtt 
tagtctactg 
tgctgaatct 
aaatgttcca 
aagttgttca 
gtatcgtcga 
aatcaggaaa 
aagcacaaaa 
aggggaatcc 
tgcttttgtt 
ttgccttgtg 
acatgtcact 
aatgggacag 
gaaaagtggt 
ctttactgaa 
tacgtatagc 
agtttatacc 
aaccaagaaa 
ccaagttacc 
atccagttct 
tgattctggg 
acattgtgat 
atatcataca 
ctgtccatcc 
tgaacggaaa 
tcaagcagat 
agtcctttga 
tttcactaaa 
atgcagtgat 
tgtaagctct 
tcagatagct 
acaatgttct 
cggaaagtgg 
cgtcttgaat 
accttcttcc 
gaggtacaaa 



aagat^^&c 

caaagagaca 
ggcactagcc 
cagaggcttt 
tgtattgttt 
tttctgcaac 
ggttcttcat 
gttcagattc 
caaaaaatct 
cacaggaaaa 
cgagagagag 
agaaacgcca 
ccatctggta 
ttcattgtat 
gtttctgcaa 
tagggttttc 
gttcagagat 
gcttgaatct 
agagattgag 
gtgcaacctg 
gggtttccag 
tgaatttgga 
aggtttttct 
tcagtgagac 
tattcaatca 
ttaaaacaat 
gttatggtac 
gacatttagg 
tcgaccaaca 
tctcaggaaa 
aacgtatccg 
tatcagatga 
gtcactgata 
gagaaatctg 
aggaagagga 
caggatgatt 
aggaaaaatc 
agttgtactt 
tctgagcatg 
tatagcagga 
ggacgaacca 
atagttaaag 
catcaacttg 
agtcatgttg 
cggaggaaga 
cggaagaagt 
aatggtgatc 
gaagtgacat 
gaagttaatt 
gtgtctgaga 
aagccaggaa 
cgctgctgcg 
tgtttgaaaa 
tggagagtta 
gttccagact 
actattgtaa 
atgaatggct 
acttcttttg 
cagtatagtg 
gccatccttc 
gcagtgaatt 
cgtaggtaag 
gtaacttact 
ttgtctaaat 
ccaaagactg 



atctttgtca 
agaagaggac 
attgagtttt 
tgagcttcta 
gatcctcttg 
agtgtaacac 
tgtgatttgg 
agggatcaga 
gagcggttta 
tcaaagaaag 
agagagcttg 
taacttggag 
aatgcgagat 
tgtttgttgt 
ttactggaat 
ataagaacgg 
tgttgagatt 
aggttgaagg 
acttgaattt 
gatttaagat 
attcgagtca 
tctgaatagc 
gaatggaaag 
ttggagatga 
cgaatcagga 
gggtgaaatt 
tcatggactt 
tgatcagaag 
gattcattgg 
acatgttggt 
agtatcaaga 
tccacaaagt 
ctatgaatct 
ttatgcataa 
ccttaatacc 
ctcttgatga 
gcttcaacaa 
ttactggaga 
actgtggaga 
agaaaggtag 
agataagcta 
ctgatagttc 
tttacagcca 
gaaaaaccaa 
agagtgggaa 
taaaattcag 
aacgttctac 
gttcttctga 
caacttctag 
cagatacaga 
ctgtcgaaaa 
gtgttcaaat 
atcagtcatc 
cagtaccatt 
ggtcaggtcc 
tatcaaagat 
ttgttttatt 
tgggtgaacc 
gataagcata 
tctctttgca 
ggcttcaatg 
ttaaacaatt 
ttctatcgcc 
atgcttaatt 
ggaatgcttc 
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23821 tgctgcttct cttggg^cc atcacgtgct gactgtgccg tccct^Rt cagaaactct 
23881 ctttacaact atcttatttc ccccaaagaa aaatccttcc gaggatgaaa agttagcagc 
23941 cgtgagagga tgaaaagcat tgaaaattat tgaaccgtct tgcttcatct ttctccatga 
24001 acatgtcatc tgtattcttg aacagatatc ttaatactcc taaaagagcc atcgaagttt 
24061 atacaatgca tcttgtgttc atttctgcag gaactggaga caagtgagat ccttaaacaa 
24121 ctcaagtaca tcaagatggt tcgttatttt tctcattact tgtttgatct ttcccgacca 
24181 tattcctttc tgatcaagga tctaaaactg aaacggtcgg tttcctctgc agcttagacc 
24241 tcgatcagac gccaaaaagc gaaaactagg accaaagggt cgaagcagat cacatatcaa 
24301 aggaaaatct tgatggacac aatcaaaatg catatgcttt tggattagag agaccttaga 
24361 aactagaaag gtaacatcag aaattttttg tgaagcgcca atgctttttg tactacttga 
24421 ggatatcaag ttgctttcta agtgactaat taggttcaga tcttttgtta gctcccaaaa 
24481 caggagtagt gaatagaacg tttgtgttaa gggacaggtt ctgggttaaa tgtgagattc 
24541 atcttgaatg caacaaaatc tataatcagc ttccgggtca aagcattctg ctgagattag 
24601 attcattcac ggaaatgagt attacattca aagcttggat cttggaaaat agtaaaagaa 
24661 aaaaattaca ctctgagtta cagaaaatct gttgcaaatt tcacaaattg agaaaaacaa 
24721 tagcggcaaa tcaccatccg tatttagctt gtgtctcggc tttcgtgagc aatcctctag 
24781 aacgtctctc tgtcaactcc gactccttgt gcttcatgtc catgaacaac gcagtgattt 
24841 gatgcttcct cttgtgaagc tttgacactt tccctttaga tgaagatgtt accggctgca 
24901 agacaaattt gaacaaagac atcatttaaa aagcaataca aagcagtcaa gtatattttc 
24961 agtgaagaac acataataaa attggtatga taatcaaagt atctcttttc ctataaatcc 
25021 acaaagaagt ttatcagcaa aacagaaaga acttgacaac agaagcccca aacaagagat 
25081 aatcttcaac tcatattcaa ctcatatgct ctctaatgaa aatctcctac cagcaaaggg 
25141 tttagatata cagaaccaga gaatgagaat aataagagac attagagaca agacaacacc 
25201 caagttattg caaataaatt tcgcaagaaa aaacttgaca atggcagcca caaacaggag 
252 61 acaaattcac aacgctctat actctatagt gttaccagtt caggcttttc taaagacaat 
25321 tcctaagttc ttgcagccaa aaacgagtaa gaagagttta gagagtaaac aaacctgata 
25381 cgcaggtcca aaggcgattc cagtagattt aacctgatca actcgtggcc tattcttcat 
25441 aagctcatct tgcttaacct caacaatctc tggcatctga ttcctccctc tccttcctct 
25501 cctcgcacca ctatccatag ctacaaccgc ttcaggcaat cccgtcattg cctcaaaccc 
25561 accaccattc caagtattac ctccatagct actaccatca tatcccacac tactaccact 
25621 aggaattgtt tcgtatccac catcataacc agtagcataa tagttatcta ctccaacgat 
25681 ttgttccgtt tcgctattac tatgactaaa cgattcatag ctctggtttt gttgatcact 
25741 aatacctgaa tccgtttgag gaaatgcaat tgaaggtgtt tctgtttcga gattcgatct 
25801 tcgacctgat cctgatccca atgaaggaag agcacctagt gtttgtgagc ttttaggtgc 
25861 aggcatggcg gataagaacg atcttactga tgaatcgtga gatgcggaag cagattccat 
25921 ctgtttacgc ttcttcctag ctttctcttc ttcttcgtcg tcttcgtcgt caagattgct 
25981 cggtctaggg tttactggaa gcctgatctg gacgacacgt ttcggaattg acgacggatt 
26041 gggatttttt ttccgtgaaa ttgaggattt gggaggaggg agagatgaga ggaaagaaga 
26101 agattttcct cgagaggaag atgagcctaa atcaccatct tcggaggatt tgagttcttt 
2 6161 aggttgagga atagctgaga atagagacga agcggaaggt tctgaggatt ttacagtgaa 
26221 agcttctcga cgtggttgaa gatcttcttc ttcgtccgac gaagcgtagc tcgctaccag 
262 81 agagtccatt gcagagagag agagagagag agagagagag aggaagactt agccgtcgcc 
2 6341 gagatatgtc ggagtatttg tcttatttat atgggctttt tcaggagaga tttaagaccc 
2 6401 atttaaaagc ccatttggaa gtgatgtgaa aaaaaggttt tgccaaatgg cccaaatccc 
2 6461 atactgtaat acattatggg taaaaaattt cgttaaggta tataacgtat atagcctata 
26521 agcataataa ccccataaat acattatggg taaaatcata tttctctctc tttccaataa 
2 6581 gaaatcttat tgcaattggt ttctaaaaaa ccggttcgaa tccagggaga aagaaaaccg 
26641 gaatcaaaat gatatttctc tctcttttta ttgtggtcaa accggaatca caaatcataa 
26701 ataataatca taagaaacgt gaatgggcct tagattccga ttcaagccca taaaagaagg 
26761 cccagttttt gttattagat taggacaccg gtttgatttc tggaagagaa aaaaccggaa 
26821 tttcacatcg tctctaccaa tctctccatc tctctctctg ctcgccgtcg ccgttattat 
2 6881 tccgggcgat caaaattaag acaagccatt ttgtaagttt ttgcagctac ttgagtgata 
2 6941 caatgcttga gagtaatgat aaattttatg atgtgggttt ctctcagaac cacaaaaatt 
27001 gacaaaattt gattttgttt cttcttcaga taacttgtga ccagtccctg tttatgtggg 
27061 tttcaatctt taacctcaag tcttctggat tgaatcattt ttgtacaaga accaaggctt 
27121 ttcgatattt ctggtgtagg accttttctc ttgcttcgtt gtctgagaat aactcaagat 
27181 tccagactga ttctagtagg ctaccttact ctggatcacg gtactatcat agttcaagta 
27241 agcattttgg tgaagatttt gtttcgattc tgaagaatat tgatgtccca agggattgtg 
273 01 ttgagactat tagaaatgtg cttgtgaaac acaattggat acagaaatat gagagtgggt 
27361 ttagtactga gcttgatcaa tacactgtca ttagaatttt ggatgatttg tttgaggaga 
27421 ctttggatgc atctattgtt ctatacttct ttaggtggtc agagttgtgg attggtgttg 
27481 agcactcgag caggtctatc agcaggatga ttcatatttt ggtatctgga aatatgaatt 
27541 atagagctgt agatatgctt ctctgtctgg tgaagaaatg tagtggagaa gaaaggtctt 
27601 tgtgtttagt tatgaaggat ctttttgaaa ctcgtattga tcgtagggtt ttagagactg 
27661 tgtttagcat actgattgat tgttgcatta gagagagaaa ggtaaacatg gccctgaagc 
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27721 taacttacaa agtgg g tttggcatct ttccttcacg aggg^^^fet atttcgttgc 
27781 ttaaggaaat tctacgagtt catggcttgg agttagctcg ggaatttgtt gagcacatgc 
27841 ttagtcgagg gaggcatcta aatgctgctg tccttagcct attcataagg aagtattgct 
27901 cggatggcta ttttgataaa ggttgggaat tgcttatggg aatgaaacac tacggcatca 
27961 gacctgatat tgtggcattt acagttttta ttgataaatt gtgtaaggca gggtttctaa 
2 8021 aagaagcgac ttcggtattg tttaaactca aactctttgg tatctctcag gattctgtat 
2 8081 ccgtcagttc tgttatcgac gggttctgta aggtggggaa accagaggaa gccattaagc 
28141 tcattcattc ttttcgtctt agaccaaaca tttttgtgta cagtagcttt ctgtcaaata 
2 8201 tatgttccac aggagacatg ctcagagctt ctaccatatt tcaggagatt ttcgagttgg 
28261 gactccttcc tgattgtgtt tgttatacta ctatgattga tgggtattgt aatctaggca 
28321 gaactgataa agcttttcaa tacttcgggg cgctgttgaa aagcgggaac ccgccatcct 
2 83 81 tgacaacatc tacaatactt attggagctt gcagcaggtt tggaagcata agtgatgcag 
2 8441 aatctgtgtt tcggaatatg aaaactgaag gtctcaaact ggatgtcgta acatataaca 
2 8501 atctgatgca tgggtatggg aagacacatc agctgaataa agtttttgag cttattgatg 
2 8561 agatgagatc tgctggtatc tctccagatg ttgcaaccta caatattttg atacatagca 
28621 tggttgttag aggatatatc gatgaagcaa atgaaattat cagtgagctt atccgacgag 
2 8681 gctttgttcc tagtacatta gcattcacag atgtgattgg tgggttctcg aagagagggg 
28741 attttcagga agcgtttatt ttgtggttct acatggctga tcttagaatg aaacctgatg 
2 8801 ttgtaacatg cagtgcatta cttcatggct attgcaaagc gcagagaatg gagaaagcta 
28861 ttgttttgtt taataagttg cttgatgcgg ggttaaagcc agatgttgtt ttgtataata 
28921 cgctcatcca tggatattgc agtgtaggag atattgagaa agcatgtgag ttgattggtt 
28981 tgatggttca aaggggaatg cttccaaatg agagtaccca tcacgcactt gttttggggc 
29041 ttgagggaaa gaggtttgtg aactcagaaa cgcatgcatc catgctactt gaagaaatta 
29101 ttgttgcaaa atggcacctg acatcgggag gatgataaca gattacattc tgcagcacca 
29161 cttcttcttt cgtcttaatg tccacctttt tcagggttag atttagttct ctccataagt 
29221 tttgttagcc ttgttatctg accaggatat atcaatcaac cctttcactt ctctctataa 
29281 gttttgttgt tttgtttctt tgctaaaatc catctgcttt gttgcatctt gcagattatg 
29341 gcactttttt ggccctttat ttgctcctgt aataaagggc tttcattatt tcaagttccg 
2 9401 tagtacaacc taatagtagt ttggctcctg aacgtcttac ttatggaaat gggcatccat 
29461 acaatgtcca agcagtgcag tctcgagtga gtagaatgca gcagcacaaa actattaaaa 
29521 tgagcattag gagagaaccc ttttgtgtgc ctgataactg agaagtcact ggaatgagta 
29581 taaaacaatg tgttggacta aaattacgta ctgtgaaatt gatcaaaact agtaatcaga 
29641 agagaagtta ttgtttcttt ggtatggtag tcactggatt tggttttctt gcatattgac 
29701 tctgttccat gttttatttc cgacgtttag gagatcagaa gcatatgaac tctatcactc 
29761 cagagggact acgtctacat ggagaagttg accaaaagat tcatcggtac tttagaaaag 
29821 taatgtgctt tcagctactt ttttggcatg aaacttatca gatgatcccg aacagtctca 
29881 agtaagcttt cttgaagctg ttctagtcac tgatgaatca aaacaataag taagttatcc 
29941 agagaatctg ttattctcaa ggtatcgtaa aaagccctga cttctcttgt gtattgtcta 
30001 aggaaaagga gcttaaaacc tgggggaact gcggacctta acctaggaaa aacaagacag 
30061 gaaacaggat aagctggaga aatcaagaaa agtcatgtcg ggaaaaccaa gagcaatgga 
30121 gatagatctg atgtcttgct tacatatagc cggaggaaga tgagagggaa atcaattggt 
30181 gttcgagtta atggctttct agtttatact cggaagaagt taaaattcag aggacatttt 
30241 gctagacatg acctaagcga aaccaagaat aatggtgatc aactttctat tgtcagatct 
30301 ctagaactcg tagacgatac ccaagttacc gaagtgacat gttcttttga tggaacaaat 
303 61 gacagctggt tggtattcca ctgatgctgg ggtgtctgag acagatacag acaagtagta 
30421 gcagcccttt caggcagtgt aaacattgtg atatgccagg aactatcgaa aatatgttaa 
30481 tttgtaatga ctgaggtatg cacttcgata atcaaaagtc ctttgcattt ttgagtccta 
30541 ttgtaatatc gaatatatgt ctcttgttaa ttagtattgt tcctttaccc attcaaagct 
30601 tgaatcgagg aacatagtaa atgaaaaaaa aatcacacat tgagttacag aaaatatttc 
30661 tttagcaaat ttggaagaaa caatatcaac atatcaccat atgtatttaa cttgtgtatc 
30721 agtcaatata ctttatacct agagacaact taatgtacaa tatcagcaaa tcaccatctg 
30781 tatttagctt gtgtatcagt caatatactc tctacctaga gacaacttca tgtaccgtat 
30841 cagcaaatca tcatccgtaa ctgcagtgat ttgatgcttc cttgtgaagc tttgacaaat 
30901 tcccttttga tgaagatgtt gtcggctgca agacaaatgt gaacaaagac tgcatttaaa 
30961 acataatata caaaattttc aagtcttttc tacaatatat ttcgtaagat atcaagtggc 
31021 tcaattccta cacaaataaa taatgcagca aaactacaca atgaaagccc aaacaagaga 
31081 caatctgcaa atcctattct attttctctc cggcttacct atatgttttc tagtagaatt 
31141 ctcctacaag caaatgattt aaaattcata aatcaaatgt aagagaccct accaacaact 
312 01 ccaaataaat tttgcaacaa gacaaaacaa agttaacaat ggcagagtat agaaaggtaa 
31261 actaaactca catctatctc ctccaaaccc aaaagaacca ccctctcgtt tcttttctgg 
31321 aagcattttc ttttcttcta ggagaagcat cctctttctc atgtcacagt tttcttcttc 
31381 caacaacttt attttctttc tcatatctaa gtgttcttta ccaaaccata aaacagtttc 
31441 ttcaaatctc tagtttgtgt gagtcttctt atgtgtattt gacgtttcac aagatctgaa 
31501 agtatacaat aaatattgtc cataggtatc atgtgttaaa tttcaaaaaa caaaaagttt 
31561 ctaatatcaa caatactaac ctgatacgat atagcccatg aatccagtga aagaagtcac 
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tgcaaaaaag 

ttatggatat 

gaaatgtata 

ggcatcagac 

tttggaaata 

tacaaaagtt 

gcggataaac 

atcactataa 

taagccgaaa 

aatattattt 

tccctttctc 

attgccgata 

actcaaattg 

tcgatatcaa 

gcggcaaaca 

cgcagtcgca 

tttttttgga 

ttctgttcta 

tcttttcttt 

taggggggag 

ttttctttga 

aaataatatt 

tctctttata 

aaaatattta 

ttttgtaaat 

ggtccagttt 

agactattca 

tggggatgaa 

atcgactata 

gttgtagttt 

agattttata 

tttcatctgg 

aaatttacct 

acttaaaact 

ttttttgaaa 

taaagataat 

gtggccttca 

ctttttcaat 

acgagaaact 

agtatatagg 

aaggttacat 

tcttcataga 

aaactaaaca 

ttgttcattt 

atgtaacact 

cctcaatctc 

gaaactcgtc 

atctgctcat 

acgcaatcac 

gagtctcggt 

ctcgagaaag 

aggtgttcat 

tgctgatcgg 

gttataaatc 

gtgatgatta 

ggcctttttc 

gattgatgaa 

caaaagtgat 

gcatttgtgt 

attgataaag 

aaaacagaac 

ttgagaaagc 

catcgtcgtt 

tgtcttcggc 

tctctttcgt 



gcatg c 

atatatatag 

ggtacataag 

tcaacatagt 

catatacttt 

ggtagacaaa 

taagcactaa 

ataaaaaaaa 

acggtaagtc 

tgggattaaa 

ttaaacttat 

ttttaaatta 

aaatcgatct 

ctcaaaattg 

ctaccgcagg 

ttgtctaagt 

ctgttcacca 

ttaatttttt 

tttttgatca 

cagtgcaaga 

aaacatactc 

aaaaagaggt 

aatttgttgt 

ttgatttatg 

gatgttttct 

tttttggccc 

taagcagaat 

acactatggc 

gtgaagtggt 

tagcaaacat 

ttagaacaaa 

gattctgcct 

aattacatga 

taattagttt 

gtcctttaat 

tcatttgaaa 

aaatataaaa 

atcttgttca 

ggggttcgag 

cgtagaaaga 

gttgtgtgtt 

tgacattgga 

ttcaatcgat 

agtacactaa 

taattaatca 

cggcagctgt 

ctccatccac 

gaacttgttg 

ttcgtcttga 

ccaattgagc 

tgagggaaag 

gagttcaaat 

aatcatcgac 

ttgatcttct 

tgaagcacag 

ttttttttct 

gaaaaccagt 

atatatggtg 

taaacaaata 

acaaagatca 

acctgacatt 

aagaatgtcc 

ggaacctctg 

ttttcccgcc 

tgcctccata 



gcgaattatt 

atatatcttt 

agatacttat 

tgattaacac 

attttctttt 

aaagagggaa 

agttgtaagc 

attatgtgat 

aaatttgtgc 

acgaaactaa 

cacacacaat 

aaattgaacc 

gcatatattc 

gttattgatt 

ttgttcgttt 

tttctgtttt 

ttgtctaagt 

atataatctt 

aatgataaat 

accagaggcc 

aataaaaaca 

tcatatatat 

gtccaaatta 

gggtcaaatc 

ttatgtttat 

cagagcctag 

cgctctgatg 

atcagacctg 

ttgtgtatag 

gtaactggag 

ccaagttgaa 

tttatatatt 

ttaatttctt 

tatttgagaa 

attacttgtt 

ccaaaaaaac 

gaaaagtggc 

gtaattatgt 

caaatttggg 

tttttctctc 

tacatatcta 

ttatttatgt 

tttttttttt 

acttttaagt 

tcatcgccgg 

ggcggcgacg 

gccgtgacct 

tcgccagtac 

tccactcccg 

tgcgtattga 

tggtgagaaa 

ggttcccaga 

atcttcttct 

tactcaagag 

taactgggcc 

tcttattccc 

gtcattttgg 

gaaaaatata 

gtgtaacaat 

ttacgcattg 

aactactact 

tctggcttgc 

tcttccacta 

tcgttggtga 

tctctctcgt 



tttaggagaa 

tagatgatta 

agcatccgac 

tatttcgatc 

taaaaattgt 

aaatttgtac 

ccttgtgtat 

caaaccgagc 

ttttgctaaa 

accggtatca 

ctgatggaca 

caactcaaat 

aaattaatta 

agtctgtttg 

tgtcgtcgtc 

gattatcgaa 

tttcttattt 

tacaagtact 

actttataaa 

cataaccaaa 

aatttgtgta 

ttgcatttct 

gatgttgatt 

tcttttgcaa 

tcttgtaaaa 

catatgcttg 

gctattttga 

atacgtactt 

taggaaaaaa 

gttttaattc 

ggttttggga 

acatacgact 

catttagttc 

ttcctcatga 

cagtaatgaa 

aaaggatttt 

aatagatata 

cttgtataaa 

taagagacga 

tttgaaaact 

gaatgacatg 

aaaccaaatc 

tttttaacac 

ttccctttaa 

tgatttccac 

aagaagcatc 

gatccgtcaa 

agatctgaag 

gaagatacgc 

cggtggatga 

gaaagagagc 

ttctatcgcc 

tctctattct 

aattctagag 

tagcgtggaa 

ggaatccgac 

tagataatcg 

tatgtaaaca 

atcaaacagt 

cgaaaatcga 

cgagggacga 

tagcgccatg 

tagattcacg 

cgactctctt 

tctcttttct 



tatg^^^^a 

tggattccta 
tcaaaataaa 
aatcttgatt 
tcaaattgaa 
atgttaaaat 
taggatttct 
tatagctaga 
ccaataaatc 
aactaaaata 
aaaagaaaaa 
ttgtgcttgg 
aggattaaac 
tttgtttgtc 
gacgctgccg 
attgtagtaa 
atgtgaatta 
ttaattgttg 
attttagtgg 

agggggcaca 

aatataagag 

ttaaagccta 

tactttagac 

aatgatattg 

aaattatttc 

agccgacatt 

ttaaggttgg 

ctgtttccga 

aaagtagatg 

gatttttttt 

aaatgtctaa 

ataacacctg 

acacagtata 

ttatagtcta 

tatataaagt 

catttgactt 

aatatgctta 

agtggaatta 

gttatggata 

catatggttt 

ctatgtatga 

atatagatat 

aacctaaaca 

ttcacatata 

aactctcacg 

tttctcaacg 

ggcgttgtta 

atatccttct 

tttgaaaacg 

tgaagtttgt 

tggtgatggg 

gggagatagt 

tagaaagtaa 

ttttcttgag 

gcataaagcc 

aatgttcaaa 

tatggaggaa 

tagatgttta 

ttttttgttt 

acattttgat 

atcgatcttt 

gtcgttgtct 

aatgatggtt 

tttctggtct 

ctagctggtg 



aaaatcccaa 

aaaaaacata 

ttgtatatat 

ttggctaaag 

tttatcacgg 

aagcctatcg 

ttgcaaataa 

ttggaccaag 

aaattgactg 

cgttatataa 

acttatcact 

ctaaatcgga 

cgaaagtaaa 

gcttgcggtt 

caacttctat 

caaagaccac 

attgatcttt 

ataaatactt 

tgcataggtt 

cacatttatt 

aaaagaagaa 

acgtaattct 

caacaattgc 

ttgctttatt 

aatatataag 

ggctgtactt 

gaatcactta 

taattctgtt 

aaatttaata 

tccaatttgg 

atatggagat 

atcataactt 

taaacctaaa 

ttgatgatta 

gtttgatcaa 

ccaacactac 

cgagaattta 

tgtcttgttt 

atatacattg 

ataagaggag 

gttatatctg 

tgttttcatt 

agcgattaac 

tctcgacaac 

ttacgattct 

aacacgacaa 

ggaagcttaa 

tcatctacga 

tgagccgtcg 

gggaatattt 

aaatcaagaa 

ctccggcgat 

cagaagctga 

agtgacgttt 

caatagaaaa 

gtgtgtagta 

ttttttcttg 

ttgctcttcc 

cgtccattcg 

taaagactac 

cgtacggttc 

ttgttgccat 

cttatcgtgt 

ttctccattc 

caatattttc 
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ttgaaagact 

tcgtgttcga 

agaaaatgtt 

ctaaacaatt 

aaaataaaga 

attttttaat 

aggatgctct 

agtttcattc 

cgtttagaaa 

aaaagaattt 

cgtttattaa 

aatggggtgg 

ccagttcagt 

tttagtttta 

gaaaataatg 

aaaatctttt 

tacaaacttg 

aaattgcaaa 

acaaagttgc 

tatatattcg 

cattatcggt 

tttacaaaaa 

gattaaagag 

caagttccag 

ttgatttggt 

tgcgttagta 

atgccatact 

attgattact 

catttgttat 

ttcaaacaac 

tgtgaaagat 

tgatgacgat 

catctccatc 

aggaagagag 

cttcactcaa 

atatctaaat 

ataagcatgt 

ggaacatatt 

tctttgtcgt 

attttgatgc 

tcaacttgat 

gttgtctctc 

aatctatcca 

ctcccaacaa 

gaactaaatg 

accaatctaa 

actcacctca 

gatgatctcg 

ctttccgctc 

tacaacaaga 

agtgttgaag 

gtggtgagag 

aagaagtcat 

agctggaata 

cttgcttcgc 

tatttcagca 

acctctgtag 

aaaaaatgtg 

atatctatgc 

cgaataaagt 

agcaaaagac 

gcctcacatt 

ggaatcaaca 

aaacaatgta 

ttcactttac 



tctcg^Hptg 

tgtgaaggtg 

acaagaaagc 

ttgatataca 

agaaaactct 

tcttattttg 

caaacgagtg 

aactttcatc 

acaaccggac 

gttttagctt 

gcttaattag 

tacttaaaat 

ttttggattt 

gattttgtta 

tagttaaagt 

aacgggagat 

attggtatga 

acattcaatt 

tttacttttt 

tatagttagt 

tttggtggga 

tcagagtaag 

attgacgtgt 

ttcaatgctt 

caaaagatgc 

tttgactttt 

tctttaatta 

tccttttaaa 

accatattaa 

atatacataa 

gatatgcgag 

ggatcaacgt 

atcaccatcg 

gctagaggtt 

tttagctcag 

acacacatat 

acgttcatat 

gactaattaa 

ccgatccaaa 

tattttggat 

agcattagat 

taagctcaag 

acattgcagg 

agcataattc 

caaacttcaa 

ggaagctctc 

catctctccg 

agaatctcat 

ttccatcttc 

tcactgtctt 

gaaacccgct 

agtatctgac 

ggggattcgg 

gagaggagag 
ctaggtattc 
gataaaacag 
catcaaggcc 
taaagagtat 
ttgcaccagg 
ttgttctttc 
ttaagattta 
ctttaaccgt 
atctttattc 
cgtcatataa 
aaactcctag 



agatttgaga 

ttttcttcga 

ccctcagacc 

aaataatgtt 

taactaagag 

tttaatataa 

atgtatttcg 

taaacaaatc 

tgctaacgtt 

ctttgtagta 

ggttaatcat 

ggagcttgtg 

ggtttttatt 

ttagatattt 

aaaaaataga 

tatatcaaaa 

caattatttt 

cgtgtattca 

agttacgtca 

tgatatattc 

tttgaaagtg 

aataacaaaa 

caactatatt 

tttgatagtt 

caataaaaca 

tttataatca 

cctaatttta 

actctccacc 

gcttttaaac 

aatcatacac 

gaggcatatc 

aataatcatc 

tctccatcat 

gtgaatttga 

atttgcaagc 

acacatgaga 

tctagtgcta 

ttttgatagg 

tgtcaatccc 

gtgacacaga 

gttcactcaa 

actctcaatg 

tttcacccca 

ccatttttgt 

caaactaatc 

tatcaactcc 

tgtccttgac 

caacctcgag 

cattggcctt 

gccagagtcc 

tgtgtcgcca 

acagaagatg 

taaattggtg 

agaagggttc 

tggaatgttc 

acaacagcca 

aaaacaatcc 

ttcaatatgt 

tccctatttg 

agaaaaccta 

tacagacaaa 

ctagaactca 

ctctcttcaa 

ctaagtatca 

ttcctctact 



acacgtggca cgtt^^pjat 
ctgatacgtg gagggatgag 
atccttatca atggactctt 
taaatattaa aaagattctt 
ccattttcca tctcttaagc 
tattttgata ttgttaacaa 
aaaatgacct tttgaacgat 
gttttgaatc tacgtgtgaa 
taactcaaac cggttttaat 
tttataatgg agtaactcaa 
ttagggaagc aattttgata 
aaatttttgg ccatgaatgg 
ttttttaatt attttaaaca 
gttttttttt aaaaaaaaat 
ttccttaaat tatagaagaa 
ctctttctta aactccaagg 
ttgaagaatg aaaaccaata 
cacttatgaa aaactccacg 
atttaagttg atactatata 
gtatactaac ttgatctcac 
aatagagatg aatgagatca 
tttggtaacg ggtacatatg 
atcaatagga atattcgtaa 
cttttttaat aactagtgag 
ttaaacactg atagaaagaa 
ggtggttaag aaactttgac 
ttaatggctt ggatatttgg 
gtacatgcat . ctcctatttc 
tctctttctt ctctgatcat 
acacgtatat atatatatat 
atcagcaacc gcaaatacaa 
aacggaagag atcaccatta 
caccaaagtc-^ accatcattc 
gtgggatggc attggagtct 
ttgatctctc caataatcat 
catttctctt gcatgattca 
atttgtcgtt ttggataata 
atattctgtt tacttttggt 
tagtcaaatt tgttataatt 
ccataccaga atcactaaca 
atcagatcaa agctcttcca 
tctccggcaa dtttcttgta 
taacttccac aaagctctca 
tctctttttt tttttttcag 
agattaccag actccattgg 
aacaagctaa ttagtcttcc 
gcccgtctca actgcctcat 
atcctcaatg tcagccagaa 
ttaatgaacc tcattgagct 
attggctgca tgagacggtt 
cccatagagg tgatggagca 
aatggtggct caccaaggag 
aagtatggga cgttcaatgg 
atcatgcctg agtaccgctc 
tctccacgtc gtctcttttc 
agagttttca cattcctata 
aattttgtct atcattttaa 
tcatcagatt ctagaattct 
actatttcta tacacaccaa 
cccccttctc tgcctgatcc 
gaaagcaata cttaaaacct 
ctcagttaca tactctgaca 
tttcacatat agtttgatga 
aaactcaatt catagccaaa 
acaagttaag tctgtctgaa 



gataacgtgg 

tcaaacgaag 

acatacaatt 

acaaaagtaa 

acacttttta 

tctattgata 

cgttaaaatg 

agttggtatc 

attttccacc 

atgaatttga 

ctattttgcc 

atgttctttt 

aaatttagat 

tggttttgaa 

ctaaaaatct 

aaacaaattt 

actctgtcaa 

aacaaagcta 

tttttaaaaa 

tcacctcgaa 

tgaactttat 

attagttacc 

tttttttact 

aacaatcctt 

aagagtaatt 

cactaataaa 

attaatttaa 

cgtacacaca 

tctcttcttc 

atatagatag 

aaggaacaaa 

tcctcaccat 

aataataatg 

ctccctaatc 

cttcaggttc 

ataccatatc 

ctattaattg 

tcagtctcaa 

tttccaacaa 

gcgagactac 

aactccattg 

tcctttccca 

caagacaaca 

gtcattggaa 

ttttgaactc 

aatctccatt 

gattctaccg 

tttccagtat 

cgatgttagc 

aaggaagctg 

gaatttgcag 

tcccagcaaa 

cggatcaaga 

catcgacagt 

tccaagaacc 

agccatgtac 

tagtagcatc 

tgtttttttc 

attttgttca 

tttagctata 

aacatacaag 

attgctgaga 

tcaaaattca 

ggagaatatt 

gattgaagtc 
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cggcacacga 

caatgaggca 

gagacatgct 

tttcaagtga 

aaagataacc 

tggaggagac 

gcgctaaatc 

gaccttcaat 

ttccagtagt 

cgaaaccgga 

aaggaagcgt 

ggacgattcg 

cactggagcc 

cttcctctct 

actaggataa 

ttttatcccc 

aattagaaaa 

tttctcacaa 

tagttctatc 

tcccgtcatc 

tcgaactttc 

tccggtgaac 

tcggacgaag 

gagatctcac 

ttcatggcgt 

ttaatcaaaa 

aattagtgac 

tagtttcctg 

ctgcctagtg 

agatgttaag 

atttggtttg 

tcagatttta 

tgttggtggt 

gttttactat 

aaatatacca 

ggttgtttac 

tgagccatgt 

agtcttcgat 

gatatatatc 

tccttgtaaa 

tgattttggg 

cctccttgca 

gaataatgga 

ttagttttgg 

cttcttcgct 

gtgtttagac 

aaaattggct 

cctgagtata 

gtacctaatc 

actcggttct 

gagtgaaaaa 

caacttaaaa 

ttacaacgca 

ttgatgaaat 

ctttactgtt 

ttttgggaaa 

tatcaatgaa 

ttattttctt 

cttgtgcatg 

tatttattaa 

tcaaaacatt 

atacattcta 

tgctgaaata 

ttatttaatt 

gattgctctt 



atcca a 

aagagaactc 

tcaaattggt 

tcactactct 

aggaatctta 

accagcaaca 

aagcataaca 

gatatattgc 

cggatcctga 

gactactaaa 

gaacgatgga 

gagaaggtgg 

ggtttgcgaa 

caccctatcg 

agctatccat 

agaagttatc 

ttcagactat 

aatttcttag 

ttagattgaa 

ttgcttcctc 

gatcttcagc 

ttaatttcgg 

acctaatgat 

tcgcggtggg 

ataaccgtgt 

ttgttactaa 

aatctgggtg 

aagaaaccta 

ttggacttgg 

tgaatcatgt 

ctctctctga 

gtcgaaatca 

gaaacaggga 

acacggattg 

tccgtttaag 

gtttttatta 

ttgatacata 

aaccatcctt 

ctctgttggt 

atgctaatgg 

tagtaatgac 

actggaatta 

aattggagtc 

acaattgtac 

tctgcactta 

tataaagtag 

aattcataac 

tgaccgtgct 

ttttgttttt 

cttcttcttt 

agatgaacaa 

ttttaatttt 

tattgtcacg 

tttctttatt 

caaaatccaa 

attattacac 

taatatacac 

attaaagtat 

acttttcttt 

agtatttaac 

ttggataatc 

gtcatagaag 

aatcgactct 

tgtggattta 

acctctttag 



agatctcaac 

aattgaacaa 

gactacggaa 

tataagtcaa 

atacggataa 

gcataagaag 

atcccaattc 

ccgttaaccc 

gttgatccga 

aagtaggtaa 

atcttcagac 

aatattggat 

tcggatcttg 

acggaatcag 

tacacgaata 

aaagatgcaa 

tttcgtaatt 

tttggacgtt 

aatccggcaa 

gttaaaggaa 

ttttctcagg 

aggctattcg 

tgggacttcg 

tctactcgta 

tggtggtgat 

ttttgccctt 

atttcttatt 

gtttgggaga 

tctaggtctt 

tgaacactct 

taattcccca 

aactaatgat 

ttttcttcat 

catattacgc 

ccttatgact 

cttgacttat 

tgtatctctt 

gtataatgta 

ttctccttct 

tccctcttca 

tacctctttg 

caactgaaac 

gtggaagact 

tttggattgg 

tcaaatgaag 

aacgggaaat 

ccccctcccc 

aaagcatacc 

ggtggaatac 

ctttcgacaa 

gtagtgtagt 

acaaaaacga 

aaattctgtt 

tcgtaaaaat 

attattacat 

ttatttcatt 

tttaaacgga 

ttaaaagtat 

aatatatata 

ttaatcatct 

ttattatgat 

ctatgatagt 

tgaagaaact 

cacaaaagaa 

ttgtgtatgt 



ttttcttgac 

taattactag 

ctgagttcga 

gttcccatta 

agagcatact 

ctttaacact 

caccgagaac 

gacccgacat 

tacccggagg 

ggagaattag 

ggaggcgcgg 

ccattgagga 

gagccatttt 

gaagagtttc 

aacaaacgtc 

aagagaccac 

ttgttagaaa 

ctgccgtttt 

gatttggttg 

gcaaaagagt 

tgacagacgt 

atggcatacg 

tacaccgtca 

ttcggaaccc 

cgaggtcacg 

gtgtcttcgt 

ggtaggtcta 

tttagggaat 

tgtttgtaag 

ttctcaaaca 

gtggttagtt 

tactgagaac 

tgtactggga 

ttacaaagga 

tggtgtctct 

gctctttagt 

ttggtttctc 

gaccaagcta 

ctatgttaga 

aagctagaga 

gtttttcatg 

aaacgtggag 

ccactcttat 

gccagagagt 

accaagctaa 

aacaagaatg 

ccaaacccac 

tcctgactcc 

aggaggaggc 

accctatgtt 

tatttagggt 

ctaccgctga 

tgagttaatt 

gtgatttctt 

gtattataat 

ggtataagtg 

tatcatttgc 

ctaattatag 

tatatatata 

ataaaccaac 

cggtcgaata 

cataggaagc 

caacaaacct 

tacagttaac 

tttgtaattc 



gactttaatt 

acactaaaaa 

cacataatct 

catgacataa 

cttggctttg 

gaacatgaat 

aaacacaacg 

ctcgacaatt 

agcgtataca 

t^gtcggaga 

ttgatctgaa 

atcgaatcct 

agaattggct 

tatcaatttc 

tttagttcta 

tttgagacta 

aatgtataac 

ctttaacgaa 

ttgatcccgt 

cgttgtgatt 

tcgaccatgc 

gtaatcgacc 

taggaattgt 

gtacgaatta 

gattagctta 

tgattaatgt 

atcttgagga 

ctttcttggg 

aatctccaga 

agcttcagtg 

tcactcattg 

tgtctactgt 

tacaaaggtt 

tctctcttac 

gtgattttac 

cttctctatg 

atcacatgtg 

tcattagtct 

agtttagaac 

atataaatac 

tacaactcct 

tgcaactgaa 

ccttatgggc 

tcacatgtga 

gttcagtata 

agtttaacta 

tactcatatt 

aatgacttgg 

cgagtgatga 

tttaaaactc 

ccttttcttg 

aataaagata 

taccatatta 

tcttgattac 

aaatgaaaaa 

tttaaattaa 

ttcatagatt 

tatatatata 

tagaaacgat 

atggccaatt 

gagtcttctg 

ttccttaaat 

aacacttgtt 

ttaaatagag 



agaatttgca 

caaatccaaa 

agacacaact 

aaaagctaat 

gcgatcacaa 

ttcttatcaa 

ccagaagaga 

ggtcgaatag 

acgtcgtaga 

gtcatcggag 

aatgagaatg 

ccgtctgata 

ccttggatct 

ttgtttggaa 

cttctttcga 

acttgtatta 

tcttcgtaat 

aaacgacacg 

agtatctatc 

cgtcgagctt 

caaatctttt 

gttctcgata 

accggtgaag 

tttaggtttc 

cgattcctta 

gattgaggaa 

ttagacttgt 

tttgagtaaa 

atcgattagg 

ggcatgagag 

gtgcttgtcg 

cttgtttgat 

ttatcccggg 

tctctttctc 

tcaatgtata 

atgacttgaa 

ttagatcatt 

atgtatgttt 

tcgataacca 

ttaaaacaat 

ttggagtaca 

acaaagttgg 

ttcaaatgac 

tttctccttt 

tgtaattggt 

gtatactaga 

tgttcagtct 

tttgaatttc 

ttgtatcata 

aaatcggttt 

gggtacacat 

tatttggatt 

tgccaaacaa 

attactatat 

tttttctact 

aaaaaatcta 

taatttattt 

tgttcaattt 

tatatatata 

ttagaaaata 

taattgtgct 

attctcgtga 

ccatcaaggt 

tttaattttc 

tccagatgga 
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43321 gatatcatag attgtg^jfa tatgaaaaat catcccattt atgafl^^cc tttattcaaa 
43381 aaccacacca ttcaggttca tactttttgt tttatcagta ttgttttagt gtacaatgtt 
43441 atatgcattt tgtttatggt ttattcatat tttattcaaa aattacaaca ttcaaaaact 
43501 gatactaaca caaaaattaa tgaatccgtt gaaaatgttt taactatata catttgactt 
43561 tgtcattttt atctaatcta ttactttaat tctaacaatt ttgtgttgta gatgagacca 
43621 acttcttacc cagaaggatg gagcaataaa gattcagata acgaaaaaca taaaatggtt 
43 681 cc tcaacttt ggacaatcaa tggaaaatgt ccaaaaaata gtattcccat cagaagaacg 
43741 agaaaagaag atattttacg agcaaaatca attgaaaggt ttgggaaaaa agatcccaac 
43 801 aatatccatc aacataaacc aacgaatcca actaataacg acggtacaca tgaggtgcat 
43861 atatcattca tcatttttcc ttttatgagt atatatgttt ttatagtttc ttacatattt 
43921 acatacttaa tatacagtat gccatactta aagtgggaga aaattctcct cgagctaaat 
43981 tttatggaac ccaaacgctt ataaatgtgt ggaagccttt tgtacaacat agaaatgaat 
44041 ttagcttatc acaaatatgg atgtcggctg gaagttatag gccctgtttg tttgatcatt 
44101 tggaatttgc atccaaatga tccatccaaa taacccattt gaatgattca tcttaatgat 
44161 gtttgtttga tcatctgcta attcatctaa atgcatcatt tagatggagc tttgtttgtt 
44221 tgatcatttg gatgaatcat tcactttctc atatatatat aaatgactaa aataccctct 
442 81 gttaagtaac aagtcaattg ctacattctt atattaatca aagtaaagtt tgaaaaagag 
44341 agtttggttt tgtgcttcaa atcttgtcgt cgttgatcat ttcccatttc aaacttcaat 
44401 ttcagattac taaacctgta aagaagagca ataacctgaa tcatcaccaa ttctccaata 
44461 agagcaaaca tgcatattgg ctagtactta cctaacgatt caaccatgac acattctcaa 
44521 aagtgattca atcatgacac aaactagaat cagaaaccaa agtatggtct tatgcatatt 
44581 accaaaccac aacactaaag caaacaacat caagagacac tagaattgca gctgctca^g 
44641 aatacaacaa ctagattgag agagagacta ttcaacaatg agctaaaacc agaaacatag 
44701 tccattcagc tgtcattatg tcaagctatt caattgaatc aagtctaatc caaactaatg 
44761 aacactatgt tcaacgaatt acttgtcagc tgtcactact agtcacaaaa tttaaaacgt 



44881 tttaaaacca agacagaaac agacaatagc ataagacaga gacagtcaat agcataagac 
44941 agagagatgg aacctgttaa tatgggagtc ttgttccttt ggccatctct gtagtgatgg 
45001 aatctcgtat attctccatt actctgtcac cagtaggcac atatggaaca tgcccatcat 
45061 cagacattct tatgctccca tttggatagt aaccaagacc ggttctgttg tgagtcagct 
45121 tcttaaaacc ttcatactgc ttcttacaag tagtaaactt gatcccaaat tttctccatg 
45181 tatgtctttc cccataaacc tcataaaatc tatctataat agtctgtctc ccagcatcat 
45241 tgacattctg attcctaata tttcctttaa gcttctcctc aattcttagt tcaaggtaga 
453 01 aacgagtttg ctcatcattc cacgcaagat tcttagttga tcatgtgttt ttgtacaaaa 
453 61 tcagtctaaa ttacagaaaa tattacagta aatctaagtt tagaggagaa tatactcaca 
45421 tcggtaccat tgatagttgt catctgtagc acacaatgaa aacaaacgtt ttgtagttgt 
45481 gtttgaacaa gatcaaagat accaaacaaa taaaacaaag atcagagata acaaagcaaa 
45541 caatacacaa cttatgataa caaagcaaag caaataaaac gtgtacaaag atcagagata 
45601 acaaagcaaa gcaaagaaaa actatttgat attgaacaat catgagatat tattcttgac 
45661 tatttctaca gtatttgaac tcaaacctta gacgaactca tgctactact acagaaagcc 
45721 aaatgcaacc actaattaat actatttaat atcgaaagca atatatttac agaggacgta 
45781 ctcgagaaac caaagctttc ttacttggag acaaaacttg ctgaaacaag gactgaagag 
45841 aaaaaatctt ttataagatg aaattctccc ttataaataa gcagttataa gctataaaca 
45901 caaaaacaat tccactttgg atgcaattga acacgtcaag gaggcagctg aggtttgtaa 
45961 ctatggatgg tcaatctaaa gagggctaaa gtgcagatgc taaagtggca gcaccaaatg 
46021 gttatgttgc tcctaatgta gagacaacaa agcctcttaa gagcaaatcg aagactcaaa 
46081 agcaacacaa agcaagcaaa gcaacacaaa gcaatataag gaacacaagc cgtaaactaa 
46141 agctaatcga agaatcaaaa gcaacacaaa gcaaagtaaa gcaaacccac aattaaacaa 
46201 tgtaaccatg gtggatcaaa cccaagaaca agtgattgca acaaggatac aaagagaaac 
46261 aacgtgagag acatggagcg agagagagga agcgagagag agagagagag agagagagag 
46321 agagagagag agagagagag agagagagag agagagagag agagagagag agagagagag 
46381 agagagagag agagagagag agagagagag agagagagag agagagagag agagagagag 
46441 agagagagag agagagagag agagaaacac aaacctgcta cactggcgaa gaatcggcga 
46501 cggcgatttg tgaagaatcg gcgacggcga gatcaccggc gaagaatcag catcattgac 
46561 ggctatgaat ctcaattttg agtgttttgt gtcgaggaga gggtgaagaa gagatgtgat 
46621 tttgggtgta attccatata ttagattagg gtattatttt tgttataatt ttggctgaat 
46681 cagcttcagc agaatgaaca aatcaaactc agtcagattt tttttatttt ttggatgaat 
46741 ttagaaaaaa gcattcaact gaatcattcg aatgatctat taaaacatga aaaacaaaca 
46801 acaattttca tcttcattga gatggttcat ccaaatggac aaacaaacag gaccatagta 
46861 ctcaacttga aaccattgaa gctggttggc aggttttagt ctttcttgca atatttgcat 
46921 gtttatatat aaatatattc taattttctt atattttatt cattgttttg ttattgatta 
46981 ggtgtgcact gtactttata atgatactaa ccctcgatac tttgtctact ggactgtgag 
47041 ttaacttcca aagtattgtt aaattttctt tgtttttttt gttgacaaaa aatctcctaa 
47101 ctattttttg ttatgtgtgt tgtttgatta cgtgaaaaca gaatgattca tatacacaac 
47161 atggttgcta taacaatctt tgctccggct ttgttgttgt caaccaagca tttgctctag 



44821 gtgtaatcaa ccaacttatg 



tagtgacgtg accattcagc tgtcactatt agtcacaaaa 
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47221 gcgcggccgt tcctg t tctatccgtg atggtctaca atacg1^P:t ttcacaagta 
47281 tatggaaggt aaaaataagg gctctttttc atcatataat ttcaagaaat actcttttat 
47341 atatagaaac tgaaactaaa tatgttctat tgttatagga tcgtagttca ggaaattggt 
47401 ggttgaaatt tggtactcat ttaattgttg gatattggcc ttcttcattg ttcaatcgct 
47461 taggagatgc tgcgagccaa gttcattggg gaggcgaaat agtaaacgta aaggagaaca 
47521 accaacacac gtcaacacaa atgggaagtg ggtcgtttgc aataaatgga tttagaaagg 
47581 ctagttattt taggaatatt ttagtacttg atgaaaacaa tactacgaag caacctgtag 
47641 gtgcttctac atctgagacg gaaggaagtt gttatgacat caggtatcgc actgatcaag 
47701 catggggaag tttcttttac tatggtggtc ctggtcgaag tcctttttgt gcttgattag 
47761 atatgcatct tatatatgta aaatattgtg tatcaatcta tctatgtcag ttatcaccag 
47821 catatagtat tatatgtggt ggtgaaaata aagtttaaga tatcattata gttttgagac 
47881 tataactagt gtaagctagt gtaaaaaaaa aaaaaaaaaa agaaaaaaaa aaaaaaaaaa 
47941 aaaaaactag tgtaagccaa attcatcaat agggttaaaa agatagttta atggattgag 
48001 tattgagttc tcgaggaagt tatattcttg tctaaagtgt tatcacattt aacaaagtga 
48061 aacggcaacg ttttggttgc cacaagataa acaaaccatg tcgttttcga attgtgaaaa 
48121 cagcacgtag ttagaaaatt catcaatctg aaaaggaaaa gggtttcaaa ctctctctag 
48181 gcggtctccg aattagcaaa ttgaaattgg caaattgcaa gagttttcga ttcaacaatg 
48241 gtgtggtttc agtgcgatga ttgtggcgag aatctgaaga agccaaggct accgagacac 
48301 atgagtatgt gcactgccac caaggtacac taaaattgaa actctctgat gattctcttc 
48361 ttctcttaac ctctctctga tgattatttt cgaatcttct gaccatcaca gttttcttgc 
48421 attgactgtg gaaacatgtt tgggcaagtc agtgttcact atcataatca atgcatcacc 
48481 gaagctgtaa gtatttattt gccaattttg atcaatctta tgatgctaat cactaatggt 
48541 ttaagttttt tagatttagt tacgtttttt tcttggtaaa taggagaaat atggtccaat 
48601 ggtgcgatct aatggcgaaa gttcgaaaca aaagcacgat ttcgatataa atgccgagtt 
48661 gttcaacagt caatggtttt gtaggtactt tacacacatc tttagccttc cttccattgt 
48721 ctgttaatgg aggctttgtt ccaaacttag tcttgtttgt gtgtgttctc ttgtggtgag 
48781 gtacttaata ttttctattt gcagcttatg taatgcaact atgacctgcg agcaggatta 
48841 ttttgcccat gtctatggga agaaacacca agagaaagca aatgaggttg ctgatatgga 
48901 ctactcgaaa caacaatctg aacatccagc agttgacaag aacaatttaa cacaacaacc 
48961 cgacttagat atatatgtcg ggttatcaaa cgactatcca tggttctgta ggtaggtaat 
49021 cttacattgt ttaggacatt attgggtaaa cctagctcaa aatgtattgt tgtttgtgtg 
49081 ttctcttgcg gtgagatttt atgaagacat gcattaaata tgatttattt cgttccagct 
49141 tgtgtgacat aaacgctacc agcgagcaga ctttgttagc acatgccaat ggcaagaaac 
49201 accgagtgaa agttgaacgt tttgatgctg aacaacagaa acgacaatca acacaacatt 
49261 ccacggtgga taagaaggac tactcaaaac aacagatcga agtcgatata aatgtcgggt 
49321 tatccaattg ttatccatgg ttttgtaggt aatctcttga tcacatattt cacctttcca 
49381 ctaccatttt ctatatcacg ttagaagaac ggatatgcgc ttttgatgtg agattagtga 
49441 tctgttaatt atggaataat tgaggaggat tgtctacaat ttttaggagt ataataatgt 
49501 cgttttagaa aaaacctatc tatttaactt tggatttgtc aatgacttat tgaaactttg 
49561 tgtccttagt aagagtgttc acaaaatcta catgccacct gagttagtta gtcgtaacta 
49621 ggataattct aagtaggata tgcatcagct attattgagt aaagtcgtgt atatggttgg 
49681 ttttgcacca ttggtatggg ttcatggatt tctctttgat tctgtactgt aataaataaa 
49741 gaagatttct gtgtttgttc ttaacatttc cctttgggtg agatttcaag agttaatgct 
49801 ttgaatatat ctatttggtt ccagcttgtg taacgtgaag gctacatgcc agcagaattt 
49861 gctatcccat gccaatggca gaaaacaccg agaaaatgtc gaattgtttg atgctacaca 
49921 acaacaacaa ttagaaaaaa ctacagtgga taaaaaggat acaactgtca atgcttcgga 
49981 tggtaattcc gaacaaaaga aagtagattt gcttgtctcc tcaggtgttg caaatggata 
50041 ttcacaggct cacaaaaaga gaaagctaga gacctgcgat gaaacatgga aaagggaggt 
50101 agttcaggcc gaagaagcaa aaggaggggg tgagcaaaag agtgaatcaa agaaagccaa 
50161 aaagcaagac aaagagaaga agagaaagaa ggacaagaag cagactaagt cagactctga 
50221 tttcgagcat gacaaggaag atatcaagca gctgttggta gcttactcga aggaagagct 
502 81 tgttaacctc atatacaaga ctgccgagaa gggttctcga ttgatctctg ccatccttga 
50341 gtcggctgac cgtgacatcg ctcagcgcaa t:atatttgtg cgtggctttg gatgggacac 
50401 aacgcaagag aacctcaaga cggcttttga gtcttatggg gagatagagg agtgctcggt 
50461 agtcatggac aaggacacgg gaagaggtaa aggttacggg tttgtgatgt tcaagacacg 
50521 gaagggagcg agagaggcat tgaaaagacc ggagaagagg atgtacaacc gcatcgtggt 
50581 atgtaatcta gcatcagaga agccgggcaa ggctggaaag gagcaggata tggctgaacc 
50641 agtgaatatt gatctaacca agatggctaa tcaaagtgaa gcagtcttgc ccgggatcga 
50701 actgggtcgc ggacatgtac tcgagaagat gcaccaccaa caacaacaga ctatggacat 
50761 gttcggacag aacatgcctt tttatggata ctctcatcag tttcctggtt ttgatcctat 
50821 gtatggtgca ttaagtggta atcaaatgtt agctggtcta ccaaactatg gtatgtttgg 
50881 ctcgggtatg atgacgaacc aaggatcaat gttgccacca ccgaatcatt taggcatggc 
50941 agggcaatat tttggtgatg gggaacaggc ttggcatcag agatagctga gatcatttgg 
51001 taaggctttg ttatctctga tatattaatc aggcttccaa ttittcggtta ggctaattac 
51061 taatctggta tcttcaacct atattatacc tggcatctat gtaccaaact aaaccagctt 
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51121 ttttgggttt tcgag g tgaatatata ccaaactaaa ccag t ggggtttgat 

51181 tcgttttgaa ttctatagtt ttctgtttga attctggttt actcgatttg gttcggttta 
51241 taccaaaatt aaatgccttg aattcccctg gatgcattgc taattgcaat accagctcta 
51301 caaacatcat gccgtctcat ttctaaaaac taagaaacct tgtcgttttt agcgttccaa 
51361 aacagcgcgt tgtctgatac ttgaataaac aaactctaca ttgaattagt tcttctggaa 
51421 ggcttttaaa accctagctg gtaccaatct taaacccctc tccgattttg atttctgctt 
51481 gaaattgttt tccccgagat ctcaatttcg ataatcggaa aacgaaaaag atggtttggt 
51541 ttcaatgcga agactgtgga gagagtctga agaagccaaa ggtcccgtct cacttcaaga 
51601 tgtgcagagc caacaaggtc tcactttcaa attttctcta tggtaaaaat cgaaacttta 
51661 tgatgattgt tgtgttaagt ctctctttcg tgtgttgtat tgtatcaata gttatcgtgc 
51721 atcgattgtg gagaaatgtt tgggagagat actgtgcaag gacataacca atgcattact 
51781 gaagctgtaa gtaaatggtt tatgcattgt attgaacaaa ttgggttaag ttctagattt 
51841 ttggctatgt cttggactta agagattgag gaattgtttg tgtattgaat gtttttagga 
51901 gaagtatggt ccaaaagggc agtcaaagtc agctaatgga acacctgcaa agccaaagga 
51961 catctctaag caagagcctg actttgatat taatgtcggc ttatcaaacc gatatccatg 
52021 gttttgcagg tatttacatc tttcaaactt tccttccgtt ttccgcttta gatacgaatg 
52081 cataatgtat tgaggttgtt aggagaataa gtttttgtgt ggatttataa cgctaatgta 
52141 gacttttgtt ttagaatgta ttgttgtttt gtgtgtttgt cttgtgacga gatttttgtg 
52201 gacatggttt tgagtatttt gtctatttgg ttgcagttta tgtaacacaa aggctactag 

522 61 ccagcagact ttgcttgccc atgcggatgg gaagaagcac cgaggaaaag ctaaagcctt 
52321 ccatgctagg caacaacaag aacaatccac gactttggat aacaaggatg gaagtgaaaa 

523 81 tgcgtctaat gttgattcag aacagaagaa agtagattta cctgcctcct caggtgttgc 
52441 gaatggagaa tcgcatcctg agaaaaagag aaagctagag actttggatg aaacgagtga 
52501 aggcgaagaa gcaaaaggaa gtgatctaaa gaaagcaaag aagcaggacc atgagaagaa 
52 561 aatcaattgg aagaagttga tcacatcggc tttgaagtct gtacgtatct ttctgcattt 
52621 cggtttcagt ttagcttctt tctagcaatg tgactacaaa atgtaacaaa tctatgaatt 
52681 tgtattgata cagaacgaag ataaaacttt gaagatgaag aaactgaaga agctcgttct 
52741 ggaatctatt gtggattcag gccgagacaa atctgagctt aaggcagagc tagaactaaa 
52 801 ggttagatat acctcatcag tctaattaat gtacaacaat ctgttctgct gttgagagat 
52861 cttcacagta gagtcttttt gtttttctac aatcttacag gtgaatttga gctccagatt 
52921 cacagttgat gggaagtatg tgaaacttgt ggctaaagat tgaatctaat tcttgagtcc 
52981 agcaacagta tcatgtctcc gactgtcaca gttttggcat atgattcatt actattaatg 
53041 tctgtaccaa atttggaatt ttggaatctc atcaaacatt attcgtaaca actttataat 
53101 atgcctcagg tgacatagtt attatctcca tagttctgtt ttgcagttca cggcgaaaag 
53161 agatttttcg agaataaaaa aaaaaagaca agaaatgagt tcggttttgt ttcgtgagag 
53221 acacattcta tattttaaat acttagccca atagacccaa aatgagtgga cataatatct 

532 81 tcacgtctca cgagagcaac aagaccacca aatcagtcag caattcacaa actacactta 

533 41 acgaaacata aaaaactgtt agactcatac tatttgtaat aattgaatag atctccaatc 
53401 atacttcaat gtcacaaata aatatgatat tttgatcttt gtataaatga attatgatcc 
53461 taccaaaatt aacaatttat atgaacaatg ttccacagag aatcacatgt ataaacatga 
53521 gttgcatcat cttagtatag caacaacaag aaagcataat actacaaaag taacatgaaa 
53581 ctattcaaaa ttagatgcca taatatttac aaagctagga gaacggctgt gttattcagc 
53641 ttcaacagta agaagtgttc aattgtatag atcatttata acaattcatc accaatcata 
53701 gcaagtaatg taactaggaa acaagacatc taattttttt taaacatgcc tctcttagat 
537 61 caacttacaa gggcataaga caatagaaag accacacaag atacatcaat atcaaacatc 
53821 caaccttatg atatcaaaaa gatcaaagca aactcttcct ttttttatct ctaaacttga 
53881 actcatcttt acctttacaa aaattcaaca acaaaggtta cgagaaacac acacacaaca 
53941 taatatcatg atggtaaaag attgtatatg tattagacag tgacctgata atggagggag 
54001 aaactgaatt ttattaagga acataaaaat gtatgtacag agatgtaatg gtcctgaggt 
54061 tacgaaaact acaaaacaaa acccaaagat gaaagaagaa aaagagcctc cacttatatg 
54121 tatacatata tcactacaac atcaccatca tcactccttt ttcctttctt tctttctttc 
54181 tgccacaaca gcttcttaca gccggaagtt aactatcaac ctagcttacc cagcggatcc 
54241 aaatccagca tccatcacaa aagtacaaag agattcaccc aagaaatcgg agttataaaa 
543 01 agacgaaaaa agaagcctaa gaagaagaag aagaagaaga tgtagaaaag aatctatatg 
54361 acctaatttt ctggagctaa catccgaata acccatttcc tgtattggtt attcgcccaa 
54421 ggaagcaaaa cttttctttt cccttactct ctttttgtca actagtataa ccaacaagac 
54481 tatacagata tagatagagt gagatggagt ggtgacctca taactttatg ttcagctctg 
54541 agatatcatc cgttggtatt ccaagctccg tcatatcgaa atcttcttcg tcgtccatgt 
54601 taaaccatga attaatatca cctggttgcg catcaaaatc tcctaagcca tctggtattt 
54661 gtaactgaga taaatcgaga attggctctg tctcctccag tgcctccaag ttattatact 
54721 cgctgtttgc ttcattcggt tttggtaacg atggtttggg ttgctccgga accctaacag 
54781 atggagatat ctgagttgtt ttctgcttcg gttttgcttt tgtttttctt tcacccttag 
54841 cattggacag ggaaggccgg ccgatcttat tagttccgcc tctagatgaa gcctgccctt 
54901 tcccatctct gtccctgtcg cttctcttcc cctttgtatt acttgagagt tgtgtcccaa 
54961 taccaacatc atcgagcagc aactctctct tcttgaccct attggaccat gctgtatctt 
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57241 
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57481 
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57841 
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58021 
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58141 

58201 

58261 

58321 

58381 

58441 
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58561 

58621 
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58861 



ctttccccgt 

catagttctc 

gcgctgtaag 

cttccgtaat 

ccatgagagt 

cactaaagca 

caaaagccaa 

gatgacgccg 

aattggcagt 

accttgcttt 

ctatggaaag 

ggagtgccca 

gatggcaggc 

acatagagac 

ttactttggt 

ataactcgca 

taatgacctc 

cctccacgtt 

gacccaaaag 

attaggtcta 

aatttatcat 

cagtggtggg 

tcatcaagtt 

ctgaattctg 

tcagatatca 

ctagttgcaa 

gtcggaccca 

actatctaaa 

tcaaatcaca 

gattttttcc 

aaagaattaa 

cattcctact 

ggtacaagga 

agatcgggtg 

atctgaaaat 

tatatagccg 

atcaatagca 

aggaacaaaa 

gaccatcatt 

aaaaaaatcc 

tctagtgttg 

agtttcctag 

ataaacacca 

aagaataatc 

gctgttccaa 

aagccacggc 

ggcttattac 

gctttcccat 

ccagattctt 

aattgaggag 

acatctgata 

tttgtccttc 

ggtggtgatg 

ggaggcttat 

cctggagaca 

gtttttgtgt 

tgaattaaac 

ggtaagatga 

ttcaaaatgt 

cctttcctta 

agaatcaacc 

agatcttcca 

gtcttaccct 

gacaataaag 

agcatattct 



cgtttg^lt 

cgagttctgc 

ggaaagaaag 

tttatgtagg 

atcttcagct 

gcttttgccc 

tgcagcctgc 

acttgcctgt 

gccagggaag 

tttcatatgc 

aaaaaaaaac 

aaaagcagag 

tttagtagcc 

aatcaaaggg 

ccttttacaa 

atggagacaa 

gttgcagata 

tgagatacta 

tacatagcat 

tggatattcc 

attgaatatc 

ctgacttatc 

ccagcctttc 

agtcatcgtc 

aggctgatag 

gttcctcagg 

tggaggagag 

atgcgttgaa 

tatgataata 

tttcgcttta 

ttgattctct 

gttttttttg 

atattagggt 

tggatattta 

gaagaaaaag 

aagtagcgct 

agacaattaa 

tgttttacca 

tgaaccaact 

aatccaaaaa 

gagcatttgt 

tgggtggacg 

taacaaattt 

tctacctttc 

cattcttaag 

ctgtccttcc 

tttttcttga 

caacctcatc 

cactttctga 

aagcagctgg 

tattatcaga 

ttgctatccg 

aagaacgatt 

tcgtacagcc 

gttttggtgg 

ttgaaaccag 

agagtaataa 

tatggtgaaa 

gaattgaatt 

tctgagacaa 

ctcgccagtg 

tacccagtag 

ttatattaac 

aagaagtcaa 

gaacccttga 



agtaaagcat 

ccaatgagtg 

agagatacaa 

caatagaaca 

gttgccaacc 

gtcttttcga 

tttgaaatct 

aaaagaagga 

caaaacaaaa 

catctcgatg 

aaagatgaaa 

taagggaaaa 

tatccacaat 

tgtttttctc 

ggatttctta 

gaaaaccata 

gcctcctcca 

ggctgtaaga 

aaataggttt 

aagagactgg 

tacgaagtca 

aacacccttg 

attgttccta 

aagatcaact 

caatctctgg 

aaacacaggg 

ttctccctga 

gttgacatga 

attccaacag 

catttacaaa 

tatccaacta 

tttttgtttt 

ttcggattta 

ttaccaaaca 

gtatcacctg 

ccatttgctt 

tccagaaaca 

atatttatag 

aagaaaggta 

gagcaattct 

tgccgtagct 

acccacctta 

taatcataca 

attcttgtca 

cttatttact 

ttgccttctc 

ttgtaaagca 

agactgttta 

taaggctgca 

tgaacgttta 

gtagggaact 

ggatatcttt 

tgatgtcata 

agagatatcc 

taaccccgat 

acttgaagaa 

gtacattgac 

tgaaatctca 

acgataataa 

tggagcgttc 

gagaatgccc 

ctccattacc 

catcaaagga 

acaaaacaga 

aaccataatc 



tttcagatgg 

ccagcgaaga 

attagtgaag 

tacttgaagt 

ccgcaatgaa 

attgatggca 

tgttgttgga 

aacaaagtta 

tcgaaaatga 

agcttttcat 

aaccgtcaga 

ttcgtacttc 

ctctttcttc 

tagagaaagt 

agaaacatca 

atgaaacaac 

actttttaat 

aaacacaaga 

cacaataact 

gcttccagat 

atgggtgaat 

aacaaaattg 

aacccattga 

tgtaaatctt 

tacagtggag 

ctatcaaact 

aagagaaagg 

taagcttccg 

acacttgaca 

agtggggtgc 

taaatccaaa 

tcgggctcaa 

cagttggata 

agaatatatc 

ttgtttcaag 

ccagaaagag 

aaagttgggt 

ctgagttgac 

acaaatccat 

tattacactg 

ctctgacgtt 

ctgcacagaa 

ggaaaaaaaa 

aaaataggtc 

ccatttgggt 

acaccatctc 

gggatggaca 

cctttgtctt 

gtggagaagc 

tgaaatccaa 

tcgtcctgac 

tgtggtcttt 

cgcttgcgtt 

cattcaatcg 

cctgatctag 

ttgaattcat 

aatgatcaga 

tgaacaaggt 

tgcatacttg 

tctcttctca 

agccaagctc 

agccgattgc 

gacagaatcc 

gtgagtaaat 

tgcaatggat 



tagad^^t:a 

gcttggctgt 

aggatatgga 

tgacgtatta 

catatcctta 

tcgttcaagc 

attctttcca 

ttaacaaata 

gccaacttta 

aaccaagttg 

tcataattca 

tcctgaagtt 

ttagaaccct 

aaacatggga 

gaatccccct 

aaatataata 

ttcgtcagca 

agaataacaa 

aagatactag 

aaatcttttc 

tatctggaaa 

cagacccatc 

actccatatt 

catttacacc 

aagccttgga 

cagaagatgt 

aaaaaaacat 

cagcactgca 

ccattattct 

agatagatac 

cactaatttt 

gcctagttga 

agagaatcaa 

tatcaaatcc 

aaattgatat 

ttgggaaaat 

atgtatcata 

agctgccagt 

gaataaagaa 

aacttgtttt 

tgtaggcctt 

ctcattaaaa 

aataagagta 

ttgcactgcg 

taagagacct 

caatctcttc 

ctctaggaat 

tagatttgat 

tgctttcacc 

acccagtttc 

tagaaacaat 

gactggccca 

gtgtaactcc 

gggacggagt 

gtccacgaac 

catgaatatt 

aacaacagtg 

acatgtaatt 

ttgacgcccc 

ctgtacaaag 

gtctgatgag 

ctacaaaaat 

aattgaacga 

caatcaagtg 

tgtagatatc 



gaagatttgg 

gagcccatgg 

tttaaaagag 

tactccttgt 

atttcaggct 

gtccttctaa 

ccagcgttgt 

actacgtata 

cagtcaattt 

atcaagctcc 

gatccacaat 

ctttcatctc 

gaaaaaaata 

cacaaaaata 

aaattactta 

tttgatgaaa 

ataccttcat 

acttcagtaa 

accgtatacc 

atctatcccc 

tttgccattg 

attttctgat 

attcagaaca 

cattgagtcc 

atccgccctg 

caaaacgggc 

tacaatattg 

aatattgctg 

acttctttgg 

ctaggaaatt 

ccttgaacca 

ttaggaatgt 

taatttcagg 

tcactatgag 

gatcatcaga 

tctgagctgc 

agagtgactg 

agctcctcac 

ataaatcagg 

accatgaaaa 

acgatcagat 

attctatgag 

cgtggaaaat 

aagatgtttt 

cgtggaagaa 

accagctgca 

attctgtgca 

ctcagggtgg 

ttttagtttc 

actacaacca 

gggcactaaa 

ctgagtgaca 

tgacaatgtt 

gttatggagt 

tgaagcattt 

tgaccttcaa 

gctaaatatg 

aatagaagaa 

tgagattcac 

agttatggtc 

agaggctatc 

aattcaaaaa 

gaagagtcac 

aaggaatctc 

atctgagtaa 
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aggtatttct 

attgatggtg 

aaagtcatgt 

tcctaataaa 

aaagaaagtt 

acaaggcgac 

acaaaaatct 

ctcttgaccg 

catcaaccac 

ttttcttcat 

gaactgcatt 

gtcgaacaat 

tcccaaagca 

cacacgcaaa 

ctatcaatta 

atagttgagg 

tgcatgcaat 

gacagaagct 

caaaagatgc 

tatagaatat 

aatcagaatt 

atccaacttt 

tttacctagg 

aggtcgagac 

ttcgttgaaa 

cctcaaacac 

cgcgcagacc 

cttttaaaga 

gcttaaagtc 

gcaaacactg 

tgattggatg 

tctgtgcggc 

acttcccagg 

gaatacacac 

aattgattta 

aagagttttc 

ttatgtagaa 

tgcccaacac 

ggaatccctt 

cggcttccaa 

attccataat 

taaccccaat 

aaaactatag 

caaaacttcc 

gaaagtcctc 

tataattaaa 

aatctacatt 

aagcttaact 

taacttcatt 

aacacgaaac 

agcagcctaa 

caaagattga 

aaggaaacaa 

agattagatc 

aatcaagcaa 

ttgatcggcg 

gaaatacata 

agaaaaaagc 

ttgaaataat 

aagaagcagg 

attttattca 

a.tgggELcaaa 

tatagttcac 

ttaatgataa 

atatagggaa 



tcagt t 

gaagtacaca 

aaatgaagag 

ctcagaacgg 

tgctagctaa 

agtcaatata 

attacataca 

ggaatcgcct 

tttatttgaa 

ttttgacgtt 

atgatttccc 

acagttgttt 

atagtgactc 

tttctataaa 

tattcaggtc 

acctactaaa 

ccgacatata 

tctatatcat 

accttccagt 

aagacatttg 

accatggaag 

tgctggtcaa 

cctggtcctg 

cttttctttg 

atttttacac 

aactaactaa 

agccttaaat 

tccactagga 

accttgacga 

aaagaaattt 

agatgggaca 

aaagttagat 

tgctgacatt 

tggagcatga 

aaatgcacct 

cagaacggca 

cgtaaacatg 

ttgaaaaggc 

tatgtagctt 

agcaaatatt 

agcaaaatct 

aaagaaatgc 

taaaattcga 

ttccagaaac 

caaaattcac 

ccctgagaaa 

gtctattact 

acaaaatttg 

accactaaat 

cctaggagag 

tcaacaatta 

aacaaaggaa 

aaattccgca 

gtttcaacga 

cgtggccatg 

atgaaactag 

cccagagaaa 

tatgggcctc 

gttttgtatc 

ttacttacaa 

atacattatt 

tataccatta 

atatttgaaa 

aatttgaaaa 

aaaaaacttt 



caatcaccag 

ctcatgcatc 

caaacaattg 

taaataacaa 

gtacatatga 

taaggctaat 

tacaacaggg 

gttggtttct 

gccaagttag 

tcccaaccat 

acccgcatta 

cgaacatcca 

acttactatt 

tttttatcaa 

ataacagtat 

atataagaag 

taaaaaaata 

atctaaaact 

gatcagaagc 

ttcaagtacg 

tacgtgttcg 

gctcaaaacc 

ataccaagcg 

taggtacact 

gctccctgcg 

cttgtggtag 

cttttgatct 

gactcatcgc 

atagacttgt 

gttacatcag 

ggatgttcca 

ctgtatagag 

ccctcagctc 

caagctgtag 

gccatgtaac 

tttgaaaatt 

aaaataggcg 

caaagaacaa 

cagattaatt 

cattatggtc 

tattctaaat 

attaagaact 

aaatgaacta 

tatgctttca 

ttccacttag 

gtttgaaaaa 

cactaaaaca 

aactgatcca 

caacattgaa 

aactgaatca 

agtaactata 

aaacgaaaca 

gataacaaca 

gtttcgtgaa 

agaggacggg 

tactgttgaa 

ttaggggtaa 

tctggctaat 

tcactaaatc 

ttctgtttaa 

catatataaa 

ttaaatttaa 

tgtgattcat 

taagaaagtg 

aagcatctat 



taaaattatg 

tccaacacat 

aattttgtga 

aaggaaagta 

gcaaagtaat 

aaatatcagc 

catacctgaa 

gttgtatgcc 

gatgacagtc 

caataccagt 

tttctttatc 

tctgcaccac 

tataagaaac 

aacatttaaa 

tgtgataata 

acaaatgctc 

ctacattgta 

agtaaccacg 

atgcaatgac 

aaccaagata 

cttatttgga 

accagccagg 

atcaccagag 

tgggaaaaac 

accacaaaaa 

ttaaaaacta 

cttctggaat 

ctagtattcc 

gatccgcggc 

tttgtgctat 

tggactcgcg 

gcctatctag 

tcgaaagtct 

cacataaatg 

aacgggaatt 

acttgaaaac 

agaacgttaa 

actccaacat 

tggttacttc 

tttaaacaga 

acttccacta 

cacagtagct 

agcaagaaca 

cttacagaga 

tttgttgaac 

gatcattcct 

tattccccaa 

atccaaaaga 

gcaagaattc 

aacataaacg 

aataaaaccc 

attcgtacct 

aaccccaaca 

gaaaataaaa 

atcgaaggtg 

actacggtat 

tttagtaaaa 

ggcgattata 

ttgatgactt 

aaaaaaaaaa 

gaggatttgg 

taattgtata 

cccttacata 

gttttatttc 

taaaattaaa 



gaaat^^ac 

acttctattg 

aattccactt 

gtgcaattat 

ttgaaaacac 

gttggacctt 

catgtttgag 

ctgcttcaag 

cgcattaata 

agaagttcga 

tttgtctaca 

aaaataaaga 

ctgagatatg 

aaacatcagt 

tagcaagcgt 

cttgattaaa 

gcaaaaaaat 

atccaatttt 

atgcaaacag 

acaactccat 

acaccacttt 

gtctgaccct 

cggtcaccag 

ttgttaaata 

gtaaatgagt 

cctggccttc 

aggagatgga 

aagagcaata 

aaccacctta 

tggtgaagtg 

aaagctactc 

cccaccagaa 

tatattttat 

ctgatttctc 

aatacattag 

aaaaaaaatc 

gtgaaatatt 

ctagactata 

acgcagtcat 

aactgccaga 

atctatccca 

aaatgtacaa 

gagatattat 

atccaagtga 

accggacaca 

tagttgcctt 

cttagaacaa 

ctgatacttt 

ttaatccatg 

aactaaaaac 

taataatcca 

ctgaatcaaa 

ccaaaaatca 

aataagaagc 

cattggttcg 

tgcccatgtt 

tacaagccga 

ctgtttacaa 

gctaaaatca 

aaccaagtaa 

aagtttttac 

atgaataggt 

gtacttttgt 

catttaatat 

gaatagtctt 



gacgggagat 
caggttagat 
ttgatttatt 
gaggtctgca 
acatcgaaga 
gtatgtctgc 
tcaccattca 
tctcggtaac 
gaggagcgtt 
tcttcaccct 
gccgctgact 
gattaaggtt 
aaaatactat 
tagtttcata 
aaaagcaaaa 
cacttaaatt 
tgccttaaat 
ttgaccaatt 
aagactgcat 
atgtaaaaaa 
taggtcgttc 
gaattcccat 
aaaacccttc 
cagaagaagc 
caaaagagca 
acattgtttt 
ataaacttcc 
ctcacatgcc 
ggatcaaaac 
gtcctcaaca 
gatctttcca 
gaataatcaa 
aataaacact 
agactcaaat 
taaacaccaa 
cagagatatt 
tgatttacac 
cacaaacaaa 
tgcatatatt 
acaatgctca 
aattaagaac 
tagataaaaa 
tcaaattact 
tatgtgttaa 
attagacagc 
catcacaaat 
gttatcttcc 
caccataatc 
gatactttta 
tcttcaaata 
gatcaaagtt 
aaccgcggca 
aagatgttga 
tcgaaatcga 
ttgctagttt 
taatcccaga 
cccggctcgg 
tttatctaaa 
ttattaacat 
ttcatagagt 
gattctatta 
gatagttgta 
gatattataa 
atatatttat 
gtggagcttt 
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62821 gaaaataagt ttttc^^tt tcaatttcct atcatcgata aatt ac catatatata 
62881 ctttaacaat tataaatttg gctccatata tagactttcc tcgtagaatt tgatattagt 
62941 tgttataaaa aaaaaccaag ataaaatggg ttagtataaa gattttacac cgggagatgt 
63001 tagctcattt agtgcaaata ctcatagggt tatctaaata tttagatgat tgggttctag 
63061 agttttgaaa tgtcaatgta tattttagta cttagaaaca aaaaaactat catacactgt 
63121 ttttagttat ttcacaattt catttttaaa tttattgaac ttggatattt ttgttatatt 
63181 gactctgtta ttacataatt ttgagtatat tactatttac atgctattac agtaaaatgc 
63241 attttttttg tttagctact atgtttttgt tcagatttct ctgttttttt atttttctct 
63301 ttttactatt tcctaatttg gtaagtcgaa aagtattgga agacaacatt gtcaaagtga 
63361 agttaactaa agtatataaa aaaaaataac tacagtattc aaacaaacaa acttcaaaga 
63421 agtttttgtt tgaactattt tttcctaatg agattataat cgaattgatg tttgctaata 
63481 agagccacaa caagatgtat aaacaaaagc agaaaagaag aagaagaaga tcaaatgcga 
63541 atataaaaat aggtttattt agatgttgct aataacaata actaagtaac caccaatggc 
63601 gggaacaaac ggttggaaac tgccactagg aaaaaggccg tagaaaaata catgaacgcc 
63661 aattctgggc agatgcaaca aaaacgtaca aaacaaaaaa cacagctgca gaaaaaggag 
63721 acagagagat ttctcaacgt cttctcttct ctctgcaact gcaattatga ctgtacattg 
63781 acaaacaaac aaaaaagttt catggatcaa aaaaaaatag ttacagagga ttttctttgt 
63841 agaataaagc gatgtctgga ttgaagaatc agctttggtg tctcaagtat tagaagcaag 
63901 ataattattg ttgtgagcca tcgccaccag ttgagagttt tgtgtaatca attgcagagt 
63961 cacctgagaa ttgtaataat gacgttaaac cacagaaatt ttcggtaatt taaatgctaa 
64021 taacaagact tacttcgggt agagtcagtrt gatgagcgtg gaggtgaaac gcttcctttg 
64081 atatctgcat taacatttac aagaaactat gagaaaggta ggaggctaca tgctgtaatc 
64141 cgcaaaagaa atgagaaaac aaacagtttt tgcacctaaa gaatggcgag aaccacgaac 

642 01 agcgtcaaag tttctgtacg tatagcccac aaaattgata ttttgagggg ttatgctcac 
64261 ctacgagcaa aaacaaaggt ccggtagaac gataagtaca gagcaggacc ccgcgaataa 
64321 gcgaaatgat gatataagat tttcctgaga attgtagtac cttccatgac ggtccagatc 

643 81 ctgttcttgc tggttttgga cactccacct aaggaaagaa tccgaatatg ataccactga 
64441 aaaagaactt tttaatcctt gagatggcgg acttttacct catcgaattt cataaaattc 
64501 tgggtatcaa gttctccatt gaccactggc ttaaaagctg catccatctc atagagtttt 
64561 tcccattcca catctttgaa ccaagtatga gcctagatgt atcttgtttt gttaaaaaaa 
64621 agaatgtaat agacaaagag tagaaggtga acagtctttt tattatattt acatactttg 
64681 atttgctcgg ctccggctcc atgagaacca agcctgtgct cagaatcaca aagcaaccta 
64741 caaatgagat ctcttgcctc aggtgtcaac cttgcaccct cggggaatac taaatgagtt 
64801 ctccagctca caatctaaat tccatcaaat gtcaatttag agatataaaa gaagatgtga 
64861 aagatcctaa gaaaaacaga cccaacacag aaagcttcca ccgtcttaaa atctcatttt 
64921 accatcaaca agaatattca aaatgatata agagcaaagt ggaaactact gtaaatttag 
64981 ttacaagtag acctttctac atgttgttac agggtcatcg gagtaaaatg gtggataacc 
65041 aacgagcatc tcatacataa tggcccccaa agaccacctg cactcaaatg aatgcatatg 
65101 agtcgatgat gaaagaaaat agatatgtgt cgatcaacta gtagataagc agcaagaaaa 
65161 gatgaaaagc tgatcatgaa tattttatgt aatgttaacg tagataaccc taatgatata 
65221 ataaggaagg gttctatgga gaataatcta taagatcatt aatgtaacgc accagtcaca 
65281 ctctacaccg tatcccttct tcagcaacac ctctggtgca atataatctg gggtacctac 
65341 cgtagaatat gcctgtttca aaacaagagc acaccaaagc cagagagttt agacataaac 
65401 ccaaaggagc agtttaaagc ataccccaaa gattgatatg ataaataaaa ggttttaaac 
65461 agagttttgt actacaccag ttttcttctg tttatctgcc aatgctgcag ctgttccagt 
65521 gggctcttcc aacgccttcc acgacgtcct atcgagcagt tctcatcacc atcgattgat 
65581 tcatttatat tctcatcatt caaaggttca tttacgttca tagccgaaat atttctacaa 
65641 tcgagaggct tacaaagacc aaaatccgac agcttcatat gaccatactt gtccaacaga 
65701 agattgtctg gttttatatc cctgcaaaag atctacctca aatatatata caatttaatt 
65761 ctccattcag aatgatgaga ccagaaacaa gtagactaac ctgtgaacat aattatgctt 
65821 atgtatggac tcaatagcca aaacactttg ggcaatgtaa aaccgagcca cagtttccgt 
65881 caaagtctct tccctcataa gcaaagtcat cacatcacca ccagacagat actccatgat 
65941 aaggtacaaa tattctggat cttggaacga ataataaagc ttcacaatac agtcactagc 
66001 aacttcggct agcaagttcc tctcagctct aacatgttca acctattcag aacgatcaac 
66061 cagatactat acttaaagcc cgaaatttta tgcataatca taacataaat gagataactg 
66121 tgagactcac ttgcccccta ctaagcattt cagacttctt aagcttcttc atagcataaa 
66181 tgttgcctgt ctttttctca cggcagagtc ttacctaagg aagataccca tttacgaata 
66241 gttaaagtgg cgttcttata acaacaaatg ttcaaagatg gtaataccca aaaagactaa 
66301 cctcaccaaa agctcctctc ccgataatac tcagaagatc aaaatcgtca acgcaaagcc 
66361 tgttcctcat taatctagta tactctgtct ctttcctctg caaatcctcc agcaactcga 
66421 gttgttcttt ttctgataca tctaaagatg caatcttttg ttctagcacc caacgcctgc 
66481 aaatcaaaag aaccctattt ccattaatac tttagagaaa gacctctcag tgtttaacaa 
66541 aaacattaca gctccctaaa aacaacacca ttcagataac agaagaagat gaacgagaaa 
66601 tttcgtgaaa ttctgcaaca gatcaaattg tattcttctt ttaggaatag aaacaaacag 
66661 ataatgtgca aacaaaaacg gtacctttct ttacgttgtt gaatgtgtct catgcgtcta 
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66721 ttgtaatggt tttca a cttcttcgct gcagcaactt tctcc^^^t tgaatttgaa 
66781 accaaccctt catcctcaaa attatcctca acctccgacg tcaccttcgc cagcaccacc 
66841 tcatcttcct cttgattctc catttttggt tctcgaaaaa aaaaaaaact cttttgcttc 
66901 tctctaaatt cagagaatct ctcgcatttc tctttccttg gtcaattgtg agaacaatat 
66961 gattgcgaga acgaaaataa gtctctcttc atctccatcg atcaatggca atttacaagt 
67021 ttggattttt gaaatctaga aaaaggaatc acgaattatg acctggaaat ttttggtttt 
67 081 actatttttg ctatcttcag gaaaaaggaa gattaaacca caaatcaaaa ccggacacgt 
67141 ggattgaagg aaaattttga caaaccggaa accacagtaa aacccttttt ggacaaagta 
67201 tatatgcata aaataaagaa tgttttaact ttagtttaaa taattataga aagttgttgt 
67261 tattatctta attgtattca ataataacat aaaaataata ataatctact cttcaccaaa 
67321 aagaattaaa aaaaaaatct acttatttaa atttctttaa tttttattta taatcaaaaa 
67381 atctttatag gcatatattt gaataaagat ggaattttaa atatgataag aaattaactt 
67441 catttttcta attattatgt tacaaaagta tttttaaact aattattttt aaattattat 
67501 tattttattt tatttaatca ataaatctgt aaaaatatta taataatagt tattattatt 
67561 attcttctta ttattattat tattattatt gatatttaat ttaattggta ttaataacat 
67621 atactctaac ttttaaaacg caagagttac ccgtcacttg tttgattgga ctgataactc 
67681 atatttcatc aaaaataata ataatatgaa ataaaaatag tttatttata ttaatagggg 
67741 agtaagccta caacttcatg atctatgttt ttataattaa gagattcttg tttatagagg 
67801 ttttgaaaat actgaatttt gtttgataaa ttggaagtgt ttaacactaa gtagatagga 
67861 atttgcataa gttgtagcaa tacgttttat ttagttgtat aatttacatt tcagaattta 
67921 gaataatttt tataaaaaaa gaaattgaae aagctgacta actaaaagta agaaagggcc 
67981 acaacttgta gtacacaaaa tgtaatagta gacttcattt gcggacatgc atcaccagtg 
68041 ttccaaaact gtcaagttga ggcctgaaac gtgacatagc aatgttataa ttgttctgtc 
68101 aatggaagga cagagcaatg ttataactgc tcaacaacgt gataagtcgg gcgaaagttt 
68161 gggattttca attcaaaaat gtgaaaatat actaaatatg tactcatata ctaaatatac 
68221 taaaaagtat ttttgtgaat ttatttgagt ttatgtatgt taacgtgtat ggccgtttga 
68281 tatgggaagt ggatgtttat ttttggccaa gggagatagt agtgttgcta atattgtttt 
68341 tttgaacgac ttgatccctc attgaaggtt tagttctata ttaaacttgt ctgtaatttg 
68401 aagaagtcat cgagcaaagc cttgggtggc tttgtttgta tgtatctttg tttggtttgg 
68461 ttaaatgatt tttaaaggta atatgttgaa ttgatcaatg gatgtgaaag gatgatcaag 
68521 aaactatgtt catgaaaatt ttgaaatttg tgttcaactt ttatgcaaaa gatgagcaga 
68581 attacgatcc tttcaaagcc tttttttttc accaccatat tttctctcag ctattgtaaa 
68641 gtgattggtt tagttacatt tcacgtaaac tttagtgata atcaaaatat tttatcttaa 
68701 tgacattaga cccttgactt tgtattgtat ctcacatttt ttcttctagt tatttcttag 
68761 gttctttaaa aaataattac tgtatttaac taaattagat atgccatatt ttatttcttg 
68821 ttccaagtac caaagagcct aggcacgaca atgtgtgtat tcactcttta atggttctat 
68881 aacaaaattt tagtgaaaat ggtgttgttt gttttaggct atttatcaat atcttcgagg 
68941 ttcatgattc tatttgttat ttcattttga tattattctg ccatgccctt tacccatttt 
69001 gcaccacctc catcatgagg tttgatattg atatccatta gaaaatatta tgaaaacatc 
69061 tttgacacaa aaaattatga aaccaaatgt aatattcaac aaactaaaat tttcattttt 
69121 attggtttac aaacataatc caaaccacgt acgtaactct cttttttggt ttatcacata 
69181 aatatcacaa tttacaaacc atacatttac atgcatataa ttaaaaatat tgcaccttca 
69241 aataaatgtt tttacaaaaa tccccaatga gaaactagcc aattaaacaa cgacattaga 
69301 aaaccggact cttgatttcc aatcgcgaat cgcagaccgg agcgtatggt tcggtgtgag 
69361 cttgaagtgg tctagctttt gtcgagtcac cggtgaaatg ttatgtttct caagccacgc 
69421 taagatcgct ttcctctcgt acgtgaatcc atcggcagca atctctggct cctccattat 
69481 ctcctacatc caacaatcca aataaataaa taaaatctaa accggttcaa atttcttgtt 
69541 actacatttg tgtaccgaac caggtaacct tttactcacc cgtaagattg gacagaagta 
69601 atgactcggt gcacgtaaat tgcttccttc tttctttact ttcgaattcg ccgtctccac 
69661 aagccgtttc aaaaccggta taacctctga tttaagatcc ggtctatctc ggcatcgaaa 
69721 ttcagcacat tttaaaccga tccgagccaa ttcctcggtt tctgccaaag gccaatcggt 
69781 aaccgattta tctagcattt cggttaacgt ccctttcttt accgcgtttt cgaccgctgg 
69841 tacaatcccg ctcgggttac gagccgtcaa caactgaaga atgattatgc cgaacgcata 
69901 tagatccgac tttggtctaa ttgttccggt tctgtggtat tctggatcaa tataatgcaa 
69961 tgtaccggca agaaccgagt ttcggtacat cgtgacatta tcgggtgcaa catccgtaac 
70021 cagcttggct aggccaacgt cagcgatttt gctaacgtag ttccggttta acaagatatt 
7 0081 tcccggtttt aagtcacggt gaacaattgg ttccggttta gagctgtgta agaaggccaa 
70141 accgcaagct acctcgaaaa ttaccctaaa ccggataaac caaggcaaag gcggtttatt 
70201 ttttcggtga aatatatatt cctcgaggct tccattttcc aagtactcgt aaaccaaaca 
7 02 61 accattctcc ggacaagctc cgaggaggag aaccacgtgt gggtgtcgga gttggcttag 
7 0321 aacctcaacc tatagagaaa tattaccaaa ccgaaaataa atcaaccgga tcaaatcaaa 
70381 agagttaacc gaaaccagac ataatttaac cgatacctct ttcaagaact cttgtttctt 
70441 ctccggtgta tctagccgga caactttaac agccgccgga gtactatcaa ggctacattg 
70501 gtaaactttc ccgtatcctc cttctccaat cactttctct ggcgagaatc cttctgtggc 
70561 tgttacaatt tcctcaattg tgtattttct gtaccggtga tcagtcccta aaagctgatc 
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70621 gatcactttc ttctt a agtaagtcct taaagcattc acctc^^ga tctgtcgctg 
70681 acaaaactct cttgcgagca acgctttcgc ggtttcgacc tctttcaccg ccttcatgta 
70741 ccgctctttc tccagcgccg cggtgttcct ctgcaactct tctttctcca cagcattgtt 
70801 cactctttta gattcattca aatattcagt cgaaagcatt ttaacctaac agaaacccca 
70861 aaataaacac tttacttgga gaaaaagcaa gcaaaatgat tcaccagtga gtttggaaaa 
70921 ctattttata gaaacaataa aatcagatat aaaataaaca cttctttcac agataagttt 
70981 tgatggccat cacaaatata caaatttctc ttcccaaaat catctctaat cattttcttg 
71041 cagattttag ggttcaagat cagaaatcta taccttgttt tgtgtggaga agagctcttc 
71101 acaagcttgt ttatatttaa agactgtact ttgtagctca ttcttcaaac gttcgacctc 
71161 ttcttcaatc tcaacctgtc aaacaacacc aaatctttca aaaacctcgg ttacgtcata 
71221 atagctagtc tcatcattgc agcaaaagat gatggtaaag taaccttctt ggattttctt 
71281 gatgtttccg ggggtgaacg atcagagtct cggtgttcgc taacgatgtt ctcaacattt 
71341 gattggggct tggtacatgt tttatcaaaa tctgagtaat tcagctgagg aatatcggat 
71401 cctctccgtc gcctaaaaat ctctggagtt gttgcactag aagccttact actttgaggc 
71461 gttttgggtt tattacaagt aaggcttaat gcctcaaatc tcagctctct tgccgatgct 
71521 gacctccttg ttcctgcctc ttcaacatcc aaaagaaaga gaaaaacttc aggccttcaa 
71581 gacatcatag tttatattat atgcattatc atttatatat tttataatat gaatctatac 
71641 ttgatagatg catgttcgtt gcaaatttct tcgtataaca aatttatatt caaagttata 
71701 atgttatgca actagtttac tttttgttaa ctaagattgt tgttatatat ttttcaaaat 
71761 taggttcaat tcaaaaaaat gagtcaattg accattaaaa ttatttttat ttttgtttgt 
71821 ttaagaatgt cagaattgag aatgtactat atattaaaac aacctaaaac cgctattcat 
71881 ttcctatgaa ttctgatgga tatttgacta gctatatgta tattttacca . gttgactgtc 
71941 gaggatcggg taacgttgga . gaccgtagag tgtggaaact agccgcccag tctctcaaga 
72001 agtcatgggc agtcgcggct gcgtgtggac ttgtgcacgg ctctggttac cacgattaaa 
72061 gagaagtttt aagaaatgag aaaatattgt gttatcaaat aaaatgtttt gcctataaat 
72121 taccatgttt aagaaattac atcaactatg gatgtagtat taaacaataa ttttctttaa 
72181 aaaaaaaacg aaacacaaaa tcctaatttt tacctcggtt gattaatgga tccatagatt 
72241 ttgtagtgat tctgtcttta cacacaatgt atacttcaca tgtttctggt gcgtatctta 
72301 aaacggtcag tggtactcct gtaccttttg ttctcctaga ccgaaaatat cgctgttagt 
72361 gtatataacc gagttaatta agaagaacgt aaaccaaaac cgaactatgt aaatttacca 
72421 tgtgaatatg tttgaagtaa atgatcccat aaccaaactg ttaactcctg atttggatat 
72481 caatctgaca agtgcttttg caggatcgtc gtactctagc aatagagtct ctaccttaca 
72541 ctgaaggtta caatatttca gggagtttaa agtttgtctc ttaatttatc tagatttata 
72601 aaccgaaata aaacaaaacc aaccttggta ctcctagtac tcttgcacat tttcaaaaag 
72661 ggaacaaaga ctgtttcata ttcttttttc acgtctctta catacatttc caccacactc 
72721 tcctccactt cttccaccgg caatctatct ccggctgtaa caacccacat tctcgtaaac 
72781 attaatatca aaatatcttt aaattacaat gataaattaa gtatttaaaa agatgtcaaa 
72841 caaaaatttt gataagtcga attagctaat ttacttttta acatacaaaa aacggaacaa 
72901 tttcacctca ttaaaatcaa actacgaaaa agtaattact taatcatttg attatcatac 
72961 gaacataatt tgtaagattt gtgaaactta cttttcacat tttcttcctt catgttctat 
73021 atatttggtg tgaaaaaaaa aaaaaaaaaa actcagtaat tattatttcc tttctgtctt 
73081 ttggttttta cttcatttta tctttatatc atttacatta ggtttttaat aacaataaca 
73141 agaaaaatgt gaatgattga gagagactta ctcggagtag gaatagaagt aatggtaggg 
73201 atgacgtgga tcatcacaaa tttatcagcc ttcggtaaaa gattatcgac agcccaccgt 
73261 acggcacgac gacttcctgc accgcctaat ttgtctccga tcaaaccctt cacggccacc 
73321 gccacaaaca gctgaccctc ttccgccttt ggaccaccac cgccactcat ttcttgcgtc 
73381 agcatcacca ccatctaatc aattatactt acgtatacca caagtaacca aagaataact 
73441 ttttgttgtt gtgactgagg aacccttgtg ggctgataca cttttgtagt tttgtttctg 
73501 aatttgggtg gggaaatgct attccagaga tggatattac tctgatcacg actatattgt 
73561 attgatctct ttatatatat atatataaga gtcgtttagg accaagtgtt taaaaatgta 
73 621 aaaaaaaaaa aatttgatta gtagccgaac aatgattggt cgtctttcgg tctatttgtt 
73681 gctttggttt gtttaatcaa taattaaagt cctaagatat gttttaatat aaacttgaac 
73741 aaacaaaata tatgagtttg attgtagaaa tgctttaatt aacactctaa gtctaaagta 
73 801 taaacaaaat aacaacatca aaaactaagt gattgtagtg taggcgtaat aatattttga 
73861 tagtccgttc taaaattagt ttataaatgc tattttttta tggaccacta ttaattatta 
73921 aatctcaaaa gaattatttc taaacaatgt tgtttactta agtgatatag tgcagtacaa 
73981 tataaaattt ttcgtattag tttataaata catagcttaa aaaatataag agaatacgaa 
74041 gtagactcat aggattggat tatataaaat cagtctattg actttaggaa caaacaaaag 
74101 atataatttg atctgttttg aattttgttg gtaatcaccg atatggatct tgcagtcctg 
74161 gatatataat taatagtaaa atatgtttgg ccaacattag gaagaaatcg atgggatgga 
74221 aatcgccttc aaaggaatat atattccatt taatactttt caaattcgaa tttttttgga 
74281 cggccaattt gttaattata attagtgtgc agctttatta tctgaagttt tctagttcta 
74341 tctacatgat atttgaacgg tttagataga gatttttatg tctgtcagtt gtataatatg 
74401 tatcatatac tatgaccagt tgtaccaatg tgggcaatgt gatcaatata atgtaaccta 
74461 ctaacttata acctatgtat ttgttgcaaa ataattatgt atgaagtaat tttgaattta 



of 39 



07/02/2001 10:52 AM 



2BI Sequence Viewer 



74521 

74581 

74641 

74701 

74761 

74821 

74881 

74941 

75001 

75061 

75121 

75181 

75241 

75301 

75361 

75421 

75481 

75541 

75601 

75661 

75721 

75781 

75841 

75901 

75961 

76021 

76081 

76141 

76201 

76261 

76321 

76381 

76441 

76501 

76561 

76621 

76681 

76741 

76801 

76861 

76921 

76981 

77041 

77101 

77161 

77221 

77281 

77341 

77401 

77461 

77521 

77581 

77641 

77701 

77761 

77821 

77881 

77941 

78001 

78061 

78121 

78181 

78241 

78301 

78361 



http://www.ncbi.nlm.nih.gov:80/entre2/qu„.ucleotide&list_uids=3135250&dop^^ 



tttgaatttt tccctg^p^t tgtccgtgtc aacaaacaat tcgad^^fcc tcgacttttt 
tagaacaggt tctagcaaaa taacttagct cagtaagctt tcagaataaa taaagtagtc 
attttctatc agaagatgac ataatttagt tttttcttct gtgcaaacaa tgacataaca 
aaaaacaaat gacattactt agttacggta ctagattaat cttgaagtgg tatgtggtcg 
caacaatctg aatcttttag taaaaggcat gagattgttg tggccttgtg agataagtca 
cattttgttc cggttaaaat atgaaattat tcagtatttt ttgtcgcaga ccaacctata 
tattaaaatt ctttataatt tttttttaat acattgtctt gaatttccac gatttcttgc 
acataatagt tgtttaggat ttgatcatct gatacggtaa cgtacagatc caaatttccg 
atcaaaccgg tttgatttgg ctgagtaatg atgtttgcaa ttgttttcta atatgtaacc 
aaaagttgac caaaacagtc taaatgattt ttcattaatt ttttgctcag cacaaatgag 
gatatacccg aataattaag aattatatat aaaaaaaaaa cactaataat gcactgatcg 
tttacgagaa cgacataatt aaactaatta aagatcttaa cgattgtcga ctctccaatg 
ttcttataca cacacaaata taaatatgat tagtccaatc tatatagtcg aacagtaatt 
tacagcagac ttagatcgat ctttcgtata gaagaaagag acgttaccaa tgacattact 
gaaataactt cttttttttt tttaactaca tagaattatt aacacattct aatacagcat 
acattaatac atatatactc tcactacgtg taaatgatag aagacgatca atattggcta 
gaggtccatc tttggttaat tgttccatat atgtagatct aagctatata tacataatac 
tttcggaatt tttttgtatt tcttaaaaca ttaaatatgc aaatgtaaac ggaaacaaat 
caaacaaaac ttttaatttg atgtcaagaa aacgatatca tattttttta ttttagccca 
agctgttttt gggtgtttat tagtatacaa tttatattta attggagcga agcctacata 
tagaaagttt agagcatcat gtagacgtca tgtgaattct aggtccaaaa ttatgtacac 
actacataaa atatcataac atcaaacgaa aaacacatat accacacacg aaaaaaggga 
aaaaagaaaa gaaataacca ccatcactta gtttctgatt ctggacaagt agttcatgaa 
tcatctaata tattagtcat tattgatttc ttaaagattt attgatcaat tcatacatat 
atttctattt ctagccaaat atataataga gctagatttt tatttttttt gttcataaaa 
agaaaacagc tttaattgat aacagttgtt cattgttatt tttgctactt agacgatgga 
tcatgcatga aaaggtacca agtaattcaa acagtactgt tattggtaga ttttagatat 
atgcataaat gtgggggaca aaaaaaatat agatacataa atataatgga aatggtaaaa 
gaacaaaaat agataaaaca tagataaagg gagaaagaaa agtacttttt tacttaagaa 
tatatttctg tccacaacaa gatttgctag gacgaaaaat cagtaactat ttctcaattc 
ttctatgtag ctctttaaaa tactaaaggt catccgatga ccggcatcaa acccttatcc 
gcaacttgat acgcacgctt tgttcctttg cgatcatgcg tgaaatcttc tcattctcat 
gatgataaac cttccttatg tcttgctcct taattttttt ctttgttaaa gtgccttgct 
cctctttgta actcaaagct catcatttgt acaaaaatta gatcattttg tagcctttat 
tatgttatat atattgatgt gattagtgtt tgtaatttga tagaaaaaac gtacgactct 
gagctttaca acggctattt ggcaatttac aacggatatg gcgacttacg ctattttact 
gtaaagattg aaaatgatat ttgtgtgtcg ttaggtaaaa cattagtgaa aacaaaaggt 
ggatagacaa gatatggtca tatctatcta accatacaca gagacgtttg ctgccatgca 
tgcatgatgc atatatatat atatatgtgg atataaaata tatttaattt atatacacat 
agtccataga tagatagata aatagacgta gagagggaga gagcaggaga caagaagaga 
gtaagcacgc agagctttcg agcatgagca tgctagaaaa agagccatgt gtgctcactc 
tcttctgtcg ccttcgttat tgctattccc ttacctcctt tagttgactt gcttcatctt 



cttgcatgca tatgattttg atgttatatt agcctcggtc 
tgatgatatg atatgaaaca gtttgtctga ttttagggtc 
gtctatatat gatgatgcat gcatagattt catcatcatc 
gtttaattta tagaaagatt ccgccggatt aaactcttat 
aagattctct cttttcaatt atatatacat aacacatgtc 
ataaaattgg actcttaaca aaattttgag 
ctatttgttt 
aggtctagat 
tcctccaatc 



cctaaaatta ctatatgata 
tatatataag gattgctagg 
atccactgac cactagctac 



ttcctgtcaa 
tataatatac 
cccacttaaa 



tttgagcaac 
gtacaaacca 
acgaaataaa 
tacataacat 



agtgagagat 

ggtcattgca tgcgtaaacg accacttgaa caattaagta 
ctatgtgaaa gattcccaaa cttaagatct ctagctagaa cattcattga 
aaaaaccaaa ggaataaaaa gtaatctttg taagggcgaa tgtaaaaccg 



atacgttttt aatattgttt 
gttcatatgt gtttgtgtct 
tagaaacgtc aacgtttatt 
gaccataaac tacatggtcc 
agccattatg tacttcacag 



aaacgtaagc tagaggaatt gatattaaaa tggaagtaaa agcgaatatt actaaaggtt 
ttggagttaa ttaaataaag acaaaagatg caaggacaac gaattatgaa catcttcgaa 

tggcatttga tttgatttga ttctccttcc acattccctt 
cacgcaagca ctacataagc ggtcccccta aatacgtttc 
caatcatacc aaaatttaca tgtgtattca tcaatcagcc 
attagtcatt acctatactg caatttttct agcttttaac 
tttggaatac tggtatgacg aagaaaagtc gaggtaaaaa 
acgtattaga ataaatgttt atcgtccaaa gatcgcacca gcaaagaata agaaacctaa 
accaacaaag gaacaattaa tggaccctga attttctgat gaagacgtac ttaccagctt 
gggttttgat gatggcggtt acataatacc actaccgaaa aaatctctca tgttgattaa 
tctaccagat tcttttcgag atgagttgca aacgatgcat gtcagttttt atctccgaga 
agttggcaaa cttatgtttg ggtgaggaca aatatgctct agtgaatagt actaagaagt 
tgatgcttac agatggtcta ggacggcttc atttgttttg gatgaattca attttttttc 
cgaatcagta tttgcgaatg agatttatgt agccctagat gtgagattta tgaaagctgg 
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78421 aagtgccaaa aagaa! g gagattttaa ttgtaacaaa aacg^^^a gtcttcttta 
78481 tgattttttc ttggtagaca tagatgagga gatatatggg tcaaaatttg aagagacgga 
78541 agaccaaaag aagtggaaca aaaaattttg aattgatttg tcttcatcat attgtgctat 
78601 taacattaaa cacgaaatag agcatctgaa tcttgaattc tatggaatct ctaaaacgaa 
78661 tagacagatc tccgcggagg aagtgaaatt ctctactcat actgcattca aaattaattg 
78721 agtttttcaa ttacattgga ggtttatcct ttgatacttt cggtttggtg atttgaatga 
78781 aatgttggtt ttgacagaaa aatgaataac acttgcatta aaatcatcaa aaattgaata 
78841 acactagaat ctaaggaggt gtattcgatc ttatatttta agttatttga gtttttatat 
78901 aattttgatt ttttaaagaa tttggatgaa tttaaggagg ttgttatgat ttatggtaaa 
78961 atcctctcaa attccaccta aaaccatgag atttaaaatt atatattttt aactaagaaa 
79021 atccacttaa gtctcttaaa gtcactaaaa tccaatcttt aaaatgtttt caataacaga 
79081 agatttttaa ggagatttta aaatcagtaa ttcaatagca ttagatttca tgatactttt 
79141 aaaaattcat aattgaataa cataggatat gttagtttga ataagatatc ctaggtgtta 
79201 atttactatt tttaaaaagg taagattttt tttcatgttt ttaaaaaatg tgagagtttt 
79261 tttacctatt tttctattaa aatgaaatgt ataaaattaa aattttgttt ttaaataaaa 
79321 ttactaaatt aaatattaca aaatatgtat atattactat ttagaattca aatattatcg 
79381 atacaaaatt aaatttattt cttcaattcg tctatttaag caagctagta atttgatcga 
79441 caaaaaaaaa acaagctagt aaaatataat taacagaatt actaaatcgg ccggtttagg 
79501 gattgctttc tctcagtcgt caattgcact aaaccactgg tggtaatatc gctggcgttt 
79561 cgcaagtatc accgggaatt gcaaagaagc agaggaccat gtacggagac gctacaaact 
79621 ggaatgaaga tgagtataga gaatcaatt-t tgaaggagcg agagatagag acacgcaccg 
79681 tcttcagaac cgcctgggct cctccggcga gaatctctaa tccagacgca tttgttgtag 
79741 cctccagcga tggaacttta gctttccatt cactgaactc gcttgtgtct caatcggcga 
79801 gttttggcta ctcgaaaggt caagatgtta tggtggctga acctgagaga gtggttaggg 
79861 cacacgaagg tcctgcttat gatgttaagt tctatggtga agacgaagat gctttgctac 
79921 ttaggtagag acttaaatct ctctttgttg attgatgagt ctttgatgaa ttgtaattga 
7 9981 gagtttgaaa ttttgatctg gttatgtgta gttgtggtga tgatggtaga gttaggggat 
80041 ggaaatggag agaatttgct gaatcagatg tgtctcttca tttgaaaggt gtgtgtgtgc 
80101 catttttgtg gtttttgata tgaatgatgc tttttggagc ttagtggttg tttttcttat 
80161 gatctacaga gaatcatctg aagccattgc ttgaactgat taatccacaa cacaagtgag 
80221 tatgagtttt gttcattttt tattctactt gataactctg ttactgaaaa tgctataatt 
80281 gtgggttcaa atgtcagtgt tcgtaatagt tgtgtgtata atcaccattc tttttcttat 
80341 agaggtcctt ggggtgcgct ttcaccgatg cctgagatca atgccatgtc tgttgatcct 
80401 caggttggaa ttgtatttaa atttcattgc ttggttagac agtctcacag gataactgtt 
80461 tcaccctctc tcacttcttt cgttttgata gtcaggaagt gtatttacag cagctggtga 
80521 ttcttgcgca tattgttggg acgtggtatg tatttgacca tgatagatgt atgtcctatg 
80581 tgaatccaga tatcttaact ttctaaaatc atttatgtgt atccaacaat ttcaggagag 
80641 tggtaagatt aaaatgacct ttaaaggtca ttcagactat ttgcatactg tagtttctcg 
80701 tagttctgca agtcaggtaa tgatgttacc ataaatatta gaaatgcacc tatccaaatc 
80761 tgagttccac atttggattt ttgtctgatt gtagtctctt tctccagata ttgacgggtt 
80821 cagaggatgg gactgcgaga atctggggta acatgctccc gaccatattt ctttatgctg 
80881 taatttctag tattaggtca tacgtggtta tagaactttt gaaatcattt gagtcttcat 
80941 gttggtactt aagatccaat gctcctcagt tttgttggct gcttcttaca actctatgat 
81001 gattcatttt ggtgattaca gaactttcca ctatgttatg ttttggttca tgtggtttac 
81061 tttagttgtc tagactaagc tttgttcgct caagggcttc tttctgtttt gtcaaccaga 
81121 ttgcaaaacg ggaaaatgtg ttaaagtaat tggttcccag gataaaaagt cccgccttcg 
81181 cgttagttct atggcccttg atgggagtga aagctggttg gtaagaacta agcaactaga 
81241 taatctaaca ttttcgcaac ctgctatttg tttgaaggga ttgttgcctc cagtaaccta 
81301 agaatatagt tcctttctcc tgaagaatca cttagaagtt taaatactga acatgtattt 
81361 actgttattg gtatgatttt ctcctctttc aggtttgtgg acagggcaaa aatttagctt 
81421 tatggaatct tcccgcctca gaatgcgtac aaacaatacc catccctgca catgtacagg 
81481 atgtgatgtt tgatgaaaag caagtaagca gaacaagatt agattgaaat ttaagcagtg 
81541 taatttaaag ccttgggagg ccgtgggtgt tatttgttta tcaaggctta ataggtttat 
81601 gtagtatctc tttgaatcat ccctcttcaa cgaagtttat taaaaaaatt actgactttt 
81661 ctaaactaga aacagaggtc aacacctagt tttaattcct gtgctaaagt ttaaacatct 
81721 ttttaaaaat gttgtcttta acaagtatcg cactatcaga ttttgactgt aggagcagaa 
81781 ccacttctaa gacgtttcga cttaaatgga gctttgcttt ctcaaattca ctgtgctcct 
81841 tgttcagtat tttccatttc cttgcatcca gcaggagtat gtttccaatc ccttcttttc 
81901 tccccatttc ctatatatgt gtttgctttt ctcccatttc ctatgttact gctaatattc 
81961 tgcaaatatg ttaccccttc tggactagaa actcaatgtt taaccgttga tccaattctt 
82021 ttgtatttgc aggtagttgc tgtgggaggt tatggaggta ttgttgatgt catctctcaa 
82081 tttggaagcc atctctgcac atttcgtagc agttcattgt aaaactcctt acagtttctt 
82141 gatttggctc gataccctaa agaggtaccg aaatgtgtca gtcagattat tgcagaggtt 
82201 aagaaacctt ttctttgttt ttcttaggat cttgctcctg actaaagacc aattagttgt 
82261 ttggttaagt gtaattggtt tgtggttccg tagttgctat caaatttgaa ccattaaaat 
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82321 
82381 
82441 
82501 
82561 
82621 
82681 
82741 
82801 
82861 
82921 
82981 
83041 
83101 
83161 
83221 
83281 
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83401 
83461 
83521 
83581 
83641 
83701 
83761 
83821 
83881 
83941 
84001 
84061 
84121 
84181 
84241 
84301 
84361 
84421 
84481 
84541 
84601 
84661 
84721 
84781 
84841 
84901 
84961 
85021 
85081 
85141 
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85261 
85321 
85381 
85441 
85501 
85561 
85621 
85681 
85741 
85801 
85861 
85921 
85981 
86041 
86101 
86161 



gacattggac 
gcgagtcctg 
tctcactctt 
tagtttccat 
cactcctgat 



cggtt^l^^c tgatcacgta cattaactgc cgttJ^^Lt tcaatttttt 
ttttctratg accaccattg atcaaatatt tggatccata actaaatgat 
ccaagtaaaa ttttaccata ttatgcaatt taatacatgg acaaaacata 
atccacaaaa ataagtcctc aaaaacatca ctaatctaaa cctcaaacat 
aagagaaacc aaactccagc gatcaacaaa accaaagaag aagaaaatga 



gttctcggca 
tggttgcccg 
tttcgcatcc 
agtgcctctg 
tgcgaaaaat 
tcttaccact 
ttggcatatc 
cgaaaacgtt 
cgtaattgag 
tgatgggtgc 
caggacggaa 



acattttgac 
acattagaac 
ccattgaagt 
cccataacct 
agtgcactca 



tgtccctgag atatattctt 
tcatcctggt tctttacttg 
tcaagagtat tgcaagaaga 
taatctatgt tagcagcgag 
ttcttaggtt gatacgtcac 
gatagatcta taggaaactt 



agaagctgtg gaagcaacaa tctgaatagg gaaattgcat 
tgtggtaatg gtggccaaac cttggaagat acaagcatcc 
aaaatacatg ttaaacgcat atgaagcgtt cccatttgca 
cccgtaacca agcgcagtgc aatccgaaaa agtgcaggcg 
ttttgtcaaa tctttggctt ctgtattaaa catacaccac 
ccaatcaaca acttgttctg tccttgacct 

tcgaatttga atattcccca gtggcgttca aactctcccg gtgctatact 
tcatcaagta atccaaacaa gtatacctca atgtaggttg gtctcagtgg 
ttttccccaa gccttggtaa aagaccgttg tagaatctgt aagcactgcc 
acgttttcaa aacatttcat tgcatctaaa gaactggaaa atgttagatg 
atttgcgtgt ttgtcaccct ctgttggcca accgacttct ccaacgatga 
tccatgacca acagctttca aagccgatac caaagtgtcg aaattggcat 
tgtgtaagca ataccattgt catctactgg tttagcacca tcaaagaagg 
tggaaaatca tcattcccat agaggcttaa gaaagggtag atgttaatgg 
actgttattg ccaagaaagt caacaatctg agtcatttga ccgatgatat 
tcttcctgca gatggcacag ggttgcttga tggtgaatcg tagacatccg 
cgtttaaagg gactgtcgct ttgacggagc ttcctagtcc agcttcattc aaagcgtttt 
ggatgttttg aagtgcaggg aatgtgaggt ttataaatga tccattgtat gatttgagga 
atggctcatt tccaacagct acaaacctga aaacacatcc acaagagatt agacatataa 
aatgttctta ccagattaac attttcagag aattgatttc acaaccgaac 
caatatataa caagcagagg gagaaactca ctaacgtgat attgacacca 
tataacgagt gacattctta tgaacccaat ctttagctcg gtcataactt 
taagctgatc attaggaata gcaaccataa cttcaagacc agagccagaa 
tagtggtctc atccgcatca aaaagcttaa ctttgttaat 
ttaagcattt gaaccacttt ctttggtgga agcttatgtg tagccattgt 
acacctagcc catctaccat aacaataccc atgattccaa atccaacgac 
agattcatcg tcctgagaaa caatgaaatg gcttaccagg tgttttcacc 
cccttaactt gaacactcgt aaaatctcac ttaaacccca gaaattgaag 
tttcctaaat ggaggtcaat caaaacatca taaagttcaa agcttttcac 
cgagataacc aaaaataaag ccaaagatac gatttttaac aaaaaaaaat 
actagacctt tccactgaga gtaacaatcg tcaagcaaaa agattgattc 



gttattgtcc 
tccccagttg 
gaaggccaac 
caaattcaaa 
atatttacat 
gcaaaatcta 
gagaatgggg 
ttttttctct 



ctttaacttt tccggaaaaa aagttttaag ctttgatctt tctctgattg agcttgacgg 



tgaataatat gctttgtgat 
taaaagtttt aagtaaacat 
aaataatgac ccaatgtgtt 
aatttttcta attttcagat 
aaaatacatt gttattgggt 
atagtttagt tattataaat 
aattctatgt ttt tact cat 
ggatttttga agataatgtt 
gggttttacc cggtttaact 



cttggataac 
aatgatttac 
taccttaact 
tttcattttt 
taataaaata 
attattcaac 
gacaatggtt 
aaagcttgat 



attaattttt 
ttaccaaatt 
aatttcctaa 
atttgatctt 
ttatattttt 
ctatgaagaa 
cagacccata 
ttatcaggcg 



tattttaaag aattgaaact 
aaaagttaaa tattataatt 



tggttcttgg aacttggaag tatttggtaa aagcccaaat 
tgcactttta gaattttatt gtattgtttt tatggtcagt 
ttatgtttga caaatgtttt agagtggtta ttggtagatg 
tttattgtca ataattcatg gattctttta aagttttagt 
tgtaagcttt taaattctat tcaaaaaaaa aattattcaa 
tctctaattc taacaaatat atcttaatat taagatatga 
gaagcacaac tttcttaatc tatatataca tttttggagg 
gaagatttga accataattc aacaattaat tcaaatgggt 
ctgttcggat cctggataac atgtttaatt ctgttctgat 
ggaaaagtta cctaaaacct aataattaaa aacgaaaatt 
taatataaac aatatctcta aactaaccat attttttatt 
aatatttcta cctaatttaa acataaatat ataaatcttc 
atactttatt tattttgaat ttatataaaa tatatatagt 
ctgaatatga tgtaatttaa attttttaaa acggacatat 
ataatatatg tacaatgtcc cacatcgctt agaaaaattg 
ttataaaagg accaaaatga ttctgattac gaatgagcag 
tccaaaatta aaatagttat ccgattttac tcggattttt 
ttaaaatatt tcaagaaatt ataaatatta taactttatc 



ttaaaatctt tttataaagt ttatctttaa aaaatgcttg 
aaatatttat aattttaaaa cttataaagt tttaaagtat aagtttttaa aattataaat 
tgaattttac aagaaattta aatattataa atatataaaa aatatattaa tacgagacga 
tatattacag gaaaaatctt aaatataaca atcaaaattc aatgatgaat tttgggtcga 
tattgtattt ttttaagttt caaattttat aatattgaaa tttataagaa aatgacaaaa 
ttatgtttaa ttttacggga ctgggttata tggtaggacg ggtttgggtg gataataatt 
acgattttag aatgttccac atcgcttaaa aaaattggac aatggtcaag agccatacta 
taaaaaggac caaaatgatt tcgattacga atgagcatga aacttgattt atgaggtgtc 
caaaattaaa atggtttgtt tactagggtt atttatttta aaaaattgaa acgttaaaaa 
gtttaaaaaa ttataaatta aatattacaa gaaatttaaa caatataaaa gatattaata 
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86221 
86281 
86341 
86401 
86461 
86521 
86581 
86641 
86701 
86761 
86821 
86881 
86941 
87001 
87061 
87121 
87181 
87241 
87301 
87361 
87421 
87481 
87541 
87601 
87661 
87721 
87781 
87841 
87901 
87961 
88021 
88081 
88141 
88201 
88261 
88321 
88381 
88441 
88501 
88561 
88621 
88681 
88741 
88801 
88861 
88921 
88981 
89041 
89101 
89161 
89221 
89281 
89341 
89401 
89461 
89521 
89581 
89641 
89701 
89761 
89821 
89881 
89941 
90001 
90061 



cgggacgata 
tggatcaata 
aaatgacaaa 
ggataataac 
tatataatct 
ttttttttaa 
tttatactac 
actaggagtt 
gagtgaaatc 
gtgatatttt 
aatcctagaa 
tagaattgac 
gaattgactg 
gacaattaaa 
ggtttgattc 
caaaatacaa 
taaaatttga 
cataaattta 
ggcccgcggg 
aacaaaaaaa 
ttagcaaatc 
tgagacataa 
cagtaaaatt 
ttgatactct 
tacctaaaac 
aatcatttct 
tatcttatac 
caaccaatca 
tttaaatatc 
ttctgaaagt 
attatgatct 
agttttctga 
ctatagaaat 
caagtaacaa 
attttttata 
gacaatctca 
aattgtatat 
acatttgttt 
gaaaacgtag 
ttcaaatgat 
atatatatat 
ctagcgtaaa 
tgtgacaatc 
atcacatgac 
aagaaaaaaa 
agatatatat 
atttgcgaag 
acagtaaaca 
caaagtttaa 
ccccacagat 
atgtatttta 
atgtattgtt 
caaatactcg 
taatgtgatt 
tttatgtgct 
ttgacaaaaa 
aaactataag 
atagatatta 
catcattatc 
tgaatgtttg 
caaacatttt 
ctttgatacc 
agttacaaaa 
gtcaaatata 
aatcatctac 



:gSI 



tactg^pia 

tttgtgttta 
atgggatagt 
taaacactaa 
aaaaattttg 
gggtgaaatt 
aaatcctaga 
ctagaattga 
agaattgact 
tgacaattaa 
gggcttgatt 
gtttgggttg 
atataattat 
gatattaata 
ttataaaata 
gttataaaat 
ttaaatcatc 
ttaatatcta 
cacaaaccca 
tcatgtgtag 
ccatggataa 
tctctcacct 
atacaaaatg 
tggagaatat 
aaaaaagcat 
atagaatttt 
tgatatttgg 
taactctgaa 
ttcagaaaaa 
cttactagta 
tatttttcta 
gttggtgtaa 
gatgaagaac 
taaccaagtc 
cttccatggt 
tctctctcta 
ataatgcttg 
tcattcgatc 
tatgagttga 
atatagaaac 
tctcgatgag 
ttctagatta 
catgtaattg 
ttatcgaaaa 
atatttttct 
gagtcagggg 
gtgtcacgct 
tattcctttt 
tttactacaa 
gttataaatt 
aaacttaaaa 
agcataatca 
ttttaaaata 
acataaataa 
attgccagtc 
tcggatgagt 
tagataccaa 
aggatctaaa 
aaatttggaa 
tattttatta 
aacaaatcat 
tattataagg 
aaattgactt 
aaaactttcc 



gaaatcttag 
tgaaagtttc 
atttcacggg 
atgctatgga 
acaaaattaa 
attcttatat 
ttagaattga 
atgacaatta 
cgagtttgaa 
ggtttgggtt 
aatataatta 
tgatatcaat 
ataataattt 
acaattaaat 
tgggatggtg 
ttaaacattt 
ttcttctcgc 
ataaaaaata 
gtactatgca 
aacccaacga 
caaagattat 
aatatacaaa 
attctcgaca 
gtcatgtaga 
gatatgttaa 
aaatatacaa 
ggtaaaataa 
ttaaaacaat 
atctctaaaa 
tgtctggaaa 
ataacgtcat 
atttaggatt 
attaaacagg 
ctcgggaact 
ataaactaga 
tagtaatctt 
taccacacaa 
gcacgacggc 
atctcccaaa 
ttaattattc 
ctttcaaacc 
cttaagttaa 
atattccact 
aatttatcct 
gagaatcata 
atatgtaaac 
gaaagcttga 
cacgacccat 
gtataacatt 
tagggggagt 
atactaaaga 
aaatatgtat 
aaaccgtatt 
tcgtatctcc 
atatatatat 
aaaaaccatg 
attaatttcc 
aaaagtagat 
gtacttccct 
agtttattaa 
caaataatca 
ttcatattct 
attgttgttt 
tttaatatat 
aagtttataa 



atataacact 
taattttata 
acggggttat 
aaaaacatat 
caatattaaa 
tagaaattta 
ctgtttaggt 
aaatataatt 
tcgatattaa 
gataataatt 
tacaactaaa 
atgggatggt 
gcgatagaat 
actaccacgg 
tactacgggt 
aacaaaataa 
ggtgaattat 
ttcaattatt 
tatccaaaaa 
tcaaaacaac 
tatgcaaatc 
ataggatatt 
aaaaacatta 
aagaatcatc 
ttaggacagc 
tatctcttat 
attttgatat 
ccatgcatat 
tctttacacc 
tatataactg 
ggaaattgca 
ttctttttaa 
aggaagagtt 
tgatacgttt 
gaaaccatat 
tcatttagaa 
ttccgatgaa 
ttgtgataag 
gtttcaatct 
aaaacacaga 
atttcgcaaa 
aacttacctt 
tactacttcc 
ctttataata 
ttctggtact 
ttcaaaatta 
gaggaccaat 
tcttcccgtt 
caaatcttca 
tgacttaaaa 
aaatttttga 
tgttaatctt 
catagaccga 
aaatcaatca 
atatatatat 
actgaatcaa 
attatgtttc 
ttgtgtatat 
aattaaatca 
attcggatct 
acttatcctt 
attttgatgt 
agaaaaaaaa 
aattgactta 
taaatacatt 



atttga. 



caaa^^^^a 

aatatttgaa 
atggtgtgac 
aataacaatc 
aaaaaaactt 
aacattataa 
tgataagaat 
atacaattaa 
tatgggatag 
tgcgatagaa 
tactatcacg 
gtactacggg 
taggagtgaa 
gtgaaatctt 
gaaatccgag 
acaaatacaa 
acatttaaat 
ttttatttaa 
attttacaaa 
aacaaccttt 
atgtcacaac 
agaagggaaa 
ttctgaattg 
cttataaaca 
taggaaaaac 
acagagaatt 
aaatctatta 
ttgttaatcc 
tatgcatcta 
tgttgggttt 
acacagaaaa 
aaaatacaaa 
ttatccaata 
gagggttaac 
aaattgaaca 
agatcttaag 
cacacaatct 
gctttatcgt 
tctctactgt 
agatctctct 
ttggttgttt 
cagggtcatt 
tgcttaaaat 
taaactacga 
agcaaaataa 
atgcctaaga 
gcatggcatt 
ccatttggtt 
catgattgat 
tagctattga 
tttgtctgtt 
aaaaatgtag 
tgtgagaatc 
cttagaagat 
atatatcttg 
actataagtc 
tatactttac 
tattagaaga 
tgtcggttga 
tttttttttg 
actactaaat 
ttaagaaaac 
gtacaagttg 
ttgaacatga 
tcaaagacta 



tgatgaaatt 
atttataata 
ggatttgagt 
ataatataat 
aaaactttaa 
atatttaaac 
ttacgataga 
atactaccac 
tgtactacgg 
ttaggagtga 
ggtgaaatcc 
tgatatttta 
atcctagaat 
agaattgacg 
aaacaacaat 
cttaaaactt 
caaacaatag 
taaaaatata 
tttatgaaac 
gatttttctt 
ccaaatttcg 
ttgcaaatgc 
aaataattga 
aattaaaaca 
aaaatattgt 
tggtaaaata 
caattagtga 
acaaaaaaag 
ccaataatga 
tcatttgaaa 
agacttataa 
gaaaaaccga 
atacagtata 
agtgaatcat 
aacgaaaaaa 
ggaaatatat 
ggtatattgt 
ctcataaaag 
cttcgtttat 
atacatatat 
ctcactttct 
tgttttgtta 
atttagttac 
aaatctgaag 
atttggtaga 
tatgctaaaa 
gcttttactg 
ttatttattt 
tgtgtgaaaa 
tgtcgaaaaa 
gtttaagcat 
gagtacacat 
aaatagaaga 
aatgtaattc 
tatatatgtc 
ggattgaatc 
aaaccggaaa 
tttggaattt 
aaaagctcaa 
tttgtcgtcc 
catttcatat 
actatttacc 
aattcttttt 
ttacagaatt 
ttagttcttc 
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90121 ttaaaatatt tctad|^Hbg atcaaagact accacatata attc^^Baa agtagaagtt 
90181 gatttctttt tgtca^^aa ataattgact taaaatagtt tggaaScca ttgaacttga 
90241 ttatagaatt gataatgtac ataaaaaaat tccaagttta taataaatac atttttcaaa 
903 01 tgctatatca gttcttctta aaatatttca ctaaaaaaac actcaaatat agaataaatt 
90361 tattgaataa cataccaact gtaaaacaga atttgacaaa aaaaaaaaaa aaatgaaatg 
90421 aagatgaaga caaaaataaa tcaccagagg atcttatgca aaaaaatata tgaatacaca 
90481 ataaaccata ttgatatttt taaaataaaa taaaaacaga aaaatatccc aacaccgctt 
90541 ttcaattaaa aatcttccgt caccattgtt gtcatcttcc tctctcgtga atcctttttc 
90601 ctttcttctt cttcttctct tcagagaaaa ctttgcttct ctttctataa ggaaccagac 
90661 acgaatccca ttcccaccga tttcttagct tcttccttca atccgctctt tccctctcca 
90721 ttagattctg tttcctcttt caatttcttc tgcatgcttc tcgattctct ctgacgcctc 
90781 ttttctcccg acgctgtttc gtcaaacgct tttcgaaatg gcgattttgg attctgctgg 
90841 cgttactacg gtgacggaga acggtggcgg agagttcgtc gatcttgata ggcttcgtcg 
90901 acggaaatcg agatcggatt cttctaacgg acttcttctc tctggttccg ataataattc 
90961 tccttcggat gatgttggag ctcccgccga cgttagggat cggattgatt ccgttgttaa 
91021 cgatgacgct cagggaacag ccaatttggc cggagataat aacggtggtg gcgataataa 
91081 cggtggtgga agaggcggcg gagaaggaag aggaaacgcc gatgctacgt ttacgtatcg 
91141 accgtcggtt ccagctcatc ggagggcgag agagagtcca cttagctccg acgcaatctt 
91201 caaacaggtt taaaatctca gaaatcttcg aatttggtgt ttgcttgttg ttttatatgg 
91261 aattgagttt ggtgattgtt ttgcattgca gagccatgcc ggattattca acctctgtgt 
91321 agtagttctt attgctgtaa acagtagaat catcatcgaa aatcttatga aggtttgctg 
91381 ttacttgttt ctccttttag gaattgaatt gcttgaaaat ttatcagaga cgaataactt 
91441 tgttgttgct atcattcatg tagtatggtt ggttgatcag aacggatttc tggtttagtt 
91501 caagatcgct gcgagattgg ccgcttttca tgtgttggta aaagaagatg ttttttattt 
91561 ccagcaatgt tacattgtta tacgtataat gatgagttta gtgatcaagt tcctctttga 
91621 ttcttctttc ttgttgcagt atatcccttt cgatctttcc tttggctgcc tttacggttg 
91681 agaaattggt acttcagaaa tacatatcag aacctgtgag taattactat tctccagcca 
91741 ttactgtaat ttttattgaa gacaagtttg tatcatgaag aacttacaag ttctgttttg 
91801 aaaatgctca aggttgtcat ctttcttcat attattatca ccatgacaga ggttttgtat 
91861 ccagtttacg tcaccctaag gtgatactgt ttttctggtc tcagtttgtg atactgtttt 
91921 taagtttagt tgtctgaccc ggtgatcttg aaaatggaca ggtgtgattc tgctttttta 
91981 tcaggtgtca ctttgatgct cctcacttgc attgtgtggc taaagttggt ttcttatgct 
92 041 catactagct atgacataag atccctagcc aatgcagctg ataaggtaaa atacgaaaaa 
92101 gaagcgtatg tattagtcac ttgcactgtg ttactgtttt aaccaaacac tgttatgaac 
92161 tttaggccaa tcctgaagtc tcctactacg ttagcttgaa gagcttggca tatttcatgg 
92221 tcgctcccac attgtgttat caggtaactg caaagtgcat caaccattct tatacttgca 
92281 agagtttctt gtctaaacct cggatctttg cttttcccca gccaagttat ccacgttctg 
92341 catgtatacg gaagggttgg gtggctcgtc aatttgcaaa actggtcata ttcaccggat 
92401 tcatgggatt tataatagaa caagtacgtt ttcacatctt gctttattag ttttccttgg 
92461 tgaaaatcat catccctgcg ttgtcaccac ttgacttcat gttcttttgt tacattttgg 
92521 cagtatataa atcctattgt caggaactca aagcatcctt tgaaaggcga tcttctatat 
92 581 gctattgaaa gagtgttgaa gctttcagtt ccaaatttat atgtgtggct ctgcatgttc 
92641 tactgcttct tccacctttg gtatgctgtg atcccatctc tttcaaaata atttgcaaat 
92701 tcgaaaaacc gaaaaaggct aaatctcata cgaatttgat atttttagtt tcttagagtc 
927 61 ggtgatgtaa tttcagttac tgaacgcaaa tctcttgtcc aaaggttaaa catattggca 
92821 gagcttctct gcttcgggga tcgtgaattc tacaaagatt ggtggaatgc aaaaagtgtg 

92 881 ggagatgtga gctattttac tcaaaagaaa acttatgatt tttaatgttg tcgttgtttt 
92941 tgggtcatct aactaaccaa attcatgtat tcactgtctt cctttatcag tactggagaa 
93001 tgtggaatat ggtatggttc tcttcctaaa catcaccttc ttttgtacac aaaatagaag 
93061 aagagagcta attaagatct tgttttcctt gacagcctgt tcataaatgg atggttcgac 
93121 atatatactt cccgtgcttg cgcagcaaga taccaaaggt gagtgagata tataccgata 
93181 tgcaattgtc gagatttgtt tctgtgatat aaatttaacc ctccacacac ttgtttttca 
93241 gacactcgcc attatcattg ctttcctagt ctctgcagtc tttcatgagg tatacatact 
93301 ttctacattg ccctgtctct agacgcatga acacacgcta gtgaaagaaa tgctaatatt 
93361 caaagcattg tttttactta acgatcttgt gttacaaatt tccttttgac agctatgcat 
93421 cgcagttcct tgtcgtctct tcaagctatg ggcttttctt gggattatgt ttcaggttaa 
93481 aaaattacta aactgctgca gtcgattttt actaaactct aatctcatat tctgaccaac 
93541 caatttgttt gagtaggtgc ctttggtctt catcacaaac tatctacagg aaaggtttgg 

93 601 ctcaacggta tgctctcaaa acccgagaaa atagaacgaa taactctttc tttcatagcc 
93661 tagccattta aatcgcaatg ctgaaactta ataataaagg tgatctgttt tggaatggga 
93721 tcatattatt aggtggggaa catgatcttc tggttcatct tctgcatttt cggacaaccg 
93781 atgtgtgtgc ttctttatta ccacgacctg atgaaccgaa aaggatcgat gtcatgaaac 
93841 aactgttcaa aaaatgactt tcttcaaaca tctatggcct cgttggatct ccgttgatgt 
93901 tgtggtggtt ctgatgctaa aacgacaaat agtgttataa ccattgaaga agaaaagaaa 
93961 attagagttg ttgtatctgc aaaaattttg gtagagacac gcgaacccgt ttggattttg 
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94021 

94081 

94141 

94201 

94261 

94321 

94381 

94441 

94501 

94561 

94621 

94681 

94741 

94801 

94861 

94921 

94981 

95041 

95101 

95161 

95221 

95281 

95341 

95401 

95461 

95521 

95581 

95641 

95701 

95761 

95821 

95881 

95941 

96001 

96061 

96121 

96181 

96241 

96301 

96361 

96421 

96481 

96541 

96601 

96661 

96721 

96781 

96841 

96901 

96961 

97021 

97081 

97141 

97201 

97261 

97321 

97381 

97441 



ttatggtgta aagaa^HBc aatcaaaaaa ctgttgtaat aattg^Mtc aaaaagaaat 
gcttttctgg aaacga^^g aaaaatagta gttttgttag gtttt^^t ttggaccaaa 
tctagtaaaa aactttttgt aataaggaaa aaaaaagaac aaatgtgata aatgcatggg 
gattgtatga aaccttccaa taaagttgat tggtggtccc gttttgggga tggccattat 
ttatttatct tttttttagc gtatttattt atgtcgtatg tatccaaggg gagacaagac 
tctaaattgc aataagtgtt gaggcccgaa catcatcatt gacaatatca gttaatacat 
tacatatggc aaatggtaga gaaaatgtcg atgtgcagca aacactttta cccattcgaa 
ttatgttatg aagctttctt ttaccttttc aaacacttag ctcattagat gctatataaa 
gtgatacctt aaatgaattt aatactgaaa tctagatttc gagaagaaaa tatgcaacat 
aactcttagg atatggaata ctaataatct aatatgtatt taataggtgg agcaagcaac 
gaaataatca accttttctt tgtgttatat taaacctcat cggcaaatta tttagcttta 
atagatatat cttatctttt ttttggtgcg aatatagaga taccttatct aaaggtccaa 
gtctttaaca atttgcataa attaaattaa aatatttcat tgtacaagaa attcaaatga 
aactcatagt gtataaacat ttagtcgagt tacaaagaaa caaagttatt tatggttact 
tctttcctta aaaggaaaag aaaatggtta cgagaggaac cacgtgaaga tcacgtagag 
aggttggtca aacatagaaa ttcagttgga agtaaattta atttttaacg ctccaccgac 
tctcggagac agctgcctct gactcagcgc ctcatgttga cttggcagtc tattattaat 
attgtcgact tttttttttt gttggactat aaaagcgata ttttgtgtcc tatttttttt 
tttttttgac aaagtgatat actatttaca tttaagatta attattttta ttactcaaat 
tagtagttat atatttcaat ttaattcaat ctgaaattca tctcaatttt ctatccacga 
aagaaagaca tgaaaatcaa ctgaagtatg gtttctgttt ttatatactt tttaagaatt 
ttttatgcta ctagaagaaa tttagaatac tgtatatatt tttggatgaa aatttaaaat 
aatctttaga atgcgaaatt agaaaataac tacacaataa cattatatct ctaatttttt 
tttttatata gtttccaaat aaacaaaaca acaactgtat cacgttttgt taatttcatt 
tacctaatca agacattctt aaatttccaa aatttaagga aagtatatgt agtcaacaaa 
aatgattatc tacttaacat ggtatggttc tcttctttaa gaaatcagtt aatataacta 
aattttgcaa aataatgaga tcgcattatt gtaaatacat attgtctttt actatttttt 
atttatattt ataaaaatgt taccagacaa aggtaacata caatttattt aaaactcgca 
cgaaaaaact ccattctctt acaatacttt tacaaaataa aaatgtaaca aataacttcc 
atacattggc tatataaact cttttagaaa aacttcaaca taccttatgt atttatttga 
agtatcaata tataaaattg aaacaaaaga ttctttcctt ctcgtaaaag aaagaaacaa 
aaaaagaaat cattcgtcga ctttattaca aaaccctctc acaacaccat cacttcttct 
tcgtcttctg tctgagtcca aaatggaaga ctacagatcc agatcgtacg gtgacgggag 
aacatcagac cttcaacaat actctgctca ccgaagatcc gacggtccag attcattcag 
tggtaacggt atgcaagatc ttaggtctta cagtacttcc tacacagatt acccgacccg 
gatacccgaa gaccagaacc cgaagaaagg aagatcatct tcatcgtctt cttggggatt 
tgtggatcca gatttacaaa ggaagaagag agttgttagt tacagagctt atactgttga 
aggtaagctt aaaggttctt tcagaaaaag cttcaaatgg atcaaagata aatgcaacaa 
attacttaat taattctgtc aaatgtgttt tacataagat aataaacttt tgtcacttcg 
atcggttgag tttcaatctt tttttgtgta tgtgtgtgtg tgtttgtgtg tgtgttctta 
gcttatgagt tgtgatcgat agtgattttg taacaacaat acttaataga tgagtaagtg 
atttcttatt caatttttga cgtatcaaaa caagttacaa tgttttaaac attttaatta 
aaacggtgat tattcatttc tttatcattg aaaacatcca tgagttatta ttatcatgtt 
ttgtagtagt ttcgtttcat attatgcgtg tctaaaaaga taacttgttt tatgcatgtg 
attatcttgt aaaaacgatt agttcaggta tgttaagtaa ttacggcatg aatgttaaag 
ttcttacgtt tttaatttgc gatactcttc cttcagtttt gatgaataat ttttcttatg 
aattatgaag tggttttgtt tcattgtgtg tctaaaagtg tttacacgaa actttgttaa 
ttaagtgaat ccaacgtttt tagcgttaca tgattataat aacgtcttga tttgtagcga 
ttggtgtgtt tgagaaacta tttttatttg tattgattag tatatacata agaagggact 
aattttttgt aaacaatgta tcactttgta aagactagat atgatttata aaatatgttg 
ttttttttaa taatgattgg tgagtttgat gaaaatggac tgtggaggaa aacaaatagc 
agtcaaacac cgattagaac accacttacg tacgtcttct aatcgatatt ttactgctac 
ttgtgttcct caagagtact tcaaactcac atcattatac aaataaaatt aatatatctt 
aatcatactt cttgaatttt tatgaccaaa acaacataca aaatcacata ttttagaatt 
caaatattag catttctctt aatattatta tacatgataa caacaaaaca cttttagaat 
tttggggctt ttccatacac aactctgcaa aatcacgaaa aaatgacata tatacgcaaa 
caaaactccc acaattctac atgatggatt aaggatagtc aagaaataaa cctacaagtg 
tttgtatttg aaatatatta caactttttt ttaacatagg tgtacgaagg aattc 
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